WO 2005/051313 



1/63 



PCT/US2004/039333 



DNA: AGT AGTGT ACTACCAAGT AT AGATAACGT T TGAAT AT* T AAAGTT T T GAAT C 51 
DNA : AAAGCCAAAGATGATTTGTATATTGGTGCTAATTACAGTTGCAGCTGCAAG IL 02 

M(l):- MICILVLIT VAAAS 

DNA : CCCAGTGTATCAAAGGTGTTTCCAAGATGGGGCTATAGTGAAGCAAAACCC 3. 5 3 

M(15): PVYQRCFQ'DGAI VKQNP 

DNA : AT C CAAAGAAGC AGT TACAGAG GT GT G CCT G AAAGAT* GAT GT TAG C ATG AT 204 
M(32): SKEAVTEVC LKD DVSMI 

DNA: CAAAACAGAGGCCAGGTATGTAAGAAATGCAACAGG^GTTTTTTCAAATAA 2 55 

M(49) : KTEARYVRNATG VFSNN 

DNA: TGTCGCAATAAGGAAATGGCTAGTCTCTGATTGGCAT"GATTGCAGGCCTAA 30 6 

M(66) :VAIRKWLVSDWHDCRPK 

DNA: GAAGATCGTTGGGGGACACATCAATGTAATAGAAGTT*GGTGATGACCTGTC 357 
M(83) :KIVGGHINVIEV GDDLS 

DNA: AC T CCAT ACT GAATC AT ATGTT TG CAGCG CAGAT T GT*-ACC AT AG G T GT AGA 4 08 

M(100) : LHTESYVCSADC TIGVD 

DNA: C AAAG AG ACT GCAC AGGTCAGGCT TCAGACAGAT ACC-ACAAAT C ATT T T G A 459 
M(117) : KETAQVRLQTDT TNHFE 

DNA : AATTGCAGGCACTACTGTGAAGTCAGGATGGTTCAAG-AGCACGACATATAT 310 
M(134) : IAGTTVKSGWFK STTYI 

DNA: AACTCTTGATCAAACTTGCGAACACCTTAAAGTTTCCTGCGGCCCAAAATC 3 61 

M(151): TLDQT CEHLK. VS CGPKS 

DNA: TGTACAGTTCCATGCCTGCTTCAATCAGCATATGTCTTGCGTCAGATTTTT S 12 

M(168) : VQFHACFNQHMS CVRFL 

DNA: ACACAG GACAAT AT TG C CT G G C T C TATAGCCAATT CCZVT AT G T C AG AAT AT S 63 

M(185) : HRTILPGS IANS HCQNI 

DNA: CGAAATCATAATTTTAGTTACACTTACTCTATTAATCTTTATATTGTTAAG 7 14 

M(202) : EIIILVTLTLLI 3ETILLS 

DNA: CATTTTAAGTAAGACTTATATATGTTATTTATTAATGCCTATATTCATCCC 7 65 

M(219): ILSKTYICYLLME>I FI P 

DNA: C AT AGC AT AT AT AT ACGGT AT AAT T T ACAATAAGT CGT G CAAAAAAT GC AA 8 16 

M(236): IAYIYGI IYNKSCKKCK 

* 1 

DNA: ATTATGTGGCTTAGTGTATCATCCATTCACAGAGTGTGGCACACATTGTGT 8 67 

M{253) : LCGLVYHPFTECGT HCV 

DNA: CTGTGGTGCCCGCTATGATACTTCAGATAGAATGAAACTGCATAGAGCTTC 918 
M(270): CGARYDTS DRMKH.HRA S 

DNA: TGGATTGTGCCCTGGTTATAAAAGCCTAAGAGCTGCCA.GAGTCATGTGCAA 9 €9 

M(287): GLC.PGYKSLRAA R//V M C K 
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DNA: GTCGAAAGGGCCTGCATCAATATTGTCTATAATTACTGCGGTACTGGTCTT 1020 

M(304): SKGPASILSI ITAVLVL 

DNA : AACCT TT G TG AC ACC AAT CAACTC CAT GG T T T T AGG AGAGAGT AAAGAAAC 1071 

M(321): TFVTP INSMVLGESKET 

DNA: CTTTGAACTTGAAGATCTTCCAGACGACATGTTGGAAATGGCATCGAGAAT 1122 
M(338): FELEDLPDDMLEMASRI 

DNA: AAATTCTTATTATCTCACCTGTATCTTGAATTATGCTGTAAGCTGGGGTCT 117 3 

M(355): NSYYLTCI LNYAVSWGL 

DNA : TGTTATCATTGGATTGTTGATCGGGCTGCTTTTTAAGAAATACCAGCACAG 1224 
M(372): VII GLLI GLLFKKYQHR 

DNA : ATTCTTAAATGTTTACGCAATGTACTGTGAAGAATGTGACATGTATCATGA 127 5 

M(389): FL NVYAMY CEEC DMYHD 

DNA: CAAGTCTGGGTTGAAAAGACATGGTGATTTCACCAACAAATGCAGACAGTG 132 6 

M(406) : KSGLKRHGDFTNKCRQC 

DNA : CACATGTGGTCAATATGAAGATGCTGCAGGTTTGATGGCTCACAGGAAAAC 1 37 1 

M(423): TCGQYEDAAGLMAHRKT 

DNA : CTATAACTGCTTAGTGCAGTACAAAGCAAAGTGGATGATGAACTTCCTGAT 142 8 

M(440): YNCLVQYKAKWMMNFLI 

DNA : AAT T T AC AT AT T CT T AAT T T T GAT CAAAGAT T CTGCT AT AGT TGT ACAAGC 147 9 

M(457): IYI FLILIKDSAIVVQ A/ 

DNA: TGCTGGAACTGACTTCACCACCTGCCTAGAGACTGAGAGTATAAATTGGAA 153 0 

M(474): /AGTDFTTCLETESINWN 

DNA: CTGCACTGGGCCATTTTTGAACCTCGGGAATTGCCAAAAGCAACAAAAGAA 158 1 

M(491) : CTGPFLNLGNCQKQQKK 

DNA : AGAACCT T AC ACCAAC AT T GCAACT C AGT T AAAGGGACT AAAGGCAAT T TC 163 2 

M(508): EPYTNIAT- QLKGLKAIS 

DNA: CG T AC TAGATGTCCCT AT AAT AACAGGGAT ACC AGAT GAT AT TGCGGGTGC 168 3 

M(525): VLDVP I I TGI PDDIAGA 

DNA : TT TAAGATATAT AGAAGAGAAGGAAGATT TCCATGTCCAGCTAACT ATAGA 173 4 

M(542): LRYIEEKEDFHVQLT IE 

DNA: ATAT G CG AT G TTAAG CAAAT ACT G TGACT AT T AT ACCCAAT T CT CAGATAA 178 5 

M(559): YAMLSKYCDYYTQFSDN 

DNA: CT C AG GATACAGT CAG ACAAC AT GG AG AG T G T ACTTAAGGT CT C AT GAT T T 183 6 

M(576): SGYSQTTWRVYL.RSHDF 

DNA: TGAAGCCTGTATACTATATCCAAATCAGCACTTTTGCAGATGTGTAAAAAA 188 7 

M(593): EACILYPNQH FCRCVKN 
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DNA : TGGTGAGAAGTGCAGCAGCTCCAATTGGGACTTTGCCAATGA£*>ATGAAAGA 
M(610) : GEKCSSSNWDFANE MKD 



DNA : T T ATT ACTCTGGG AAACAAACAAAGT T T GACAAGGAC TTAAA. T CTAGCCC T 
M(627): YYSGKQT KFDKDLN LAL 

DNA : AACAGCTTTGCATCATGCCTTCAGGGGGACCTCATCTGCATATATAGCAAC 
M(644): TALH HAFRGTSSAY IAT 

DNA : AATG CTC T C AAAAAAG T CCAAT GAT G ACT T G ATTGC ATAC AC AAAT AAGAT 
M(661): MLSKKSNDDLIAYT N K I 

DNA : AAAAACAAAATTCCCAGGTAATGCATTGTTGAAGGCTATAATJ^GATTATAT 
M(678): KTKFPGNALLKAII DYI 

DNA : AGCAT ATATGAAAAG TT TGCCAGGT AT GGCAAAT T TC AAAT AT GAT G AAT T 
M(695): AYMKSLPGMANFKY DEF 

DNA : CTGGGATGAATTACTGTACAAACCCAACCCAGCAAAGGCCTC^^AACCTTGC 
M(712) : WDELliYKPNPAKAS NLA 

DNA : TAGAGGAAAGGAGTCATCT TACAACTTCAAACT AGCAATTT C2VT CAAAGTC 
M(729): RGKESSYNFKLAIS SKS 

DNA: TATAAAAACCTGCAAGAATGTTAAGGATGTTGCCTGCTTATCSCCAAGGTC 
M(746) : IKTCKNVKDVACLS PRS 

DNA: AGGTGCTATATATGCTTCAATAATTGCGTGTGGTGAACCCAAT GGGCCAAG 
M(763) : GAIYASIIACGEPN .GPS 

DNA : TGTGTATAGGAAACCATCAGGTGGTGTATTCCAATCTAGCACT GATCGGTC 
M(780): VYRKPSGGVFQSST DRS 

DNA : T ATATAC TGC T TGC TGGAT AGC CAT T GT C T AG AAGAAT T TG AG OCCATCGG 
M{797): IYCLLDSHCLEEFE-AI G 

DNA : CCAGGAGGAGCTGGATGCGGTAAAGAAATCCAAATGTTGGGAA2VTTGAATA 
M(814): QEELDAVKKSKCWE HEY 

DNA : TCCTGACGTAAAGCTCATCCAAGAAGGCGATGGGACTAAAAGCCTGTAGAAT 
M(831): PDVKLIQEGDGTKSCRM 

DNA : GAAAGATTCTGGGAACTGCAATGTTGCAACTAACAGATGGCCAGTGATACA 
M(848): KDS GNCNVATNRWP\7 I Q 

DNA : AT GT G AGAAT G ACAAATT T TAC TACT CAGAGCT T CAAAAAGAT X* ATG ACAA 
M(865) : CENDKFYYSELQKD^DK 

DNA: AGCTCAAGATATTGGTCACTATTGCTTAAGCCCTGGATGTACT^CTGTCCG 
M(882) : AQDIGHYCLSPG CTT? VR 

DNA : GTACCCTATTAATCCAAAGCACATCTCTAACTGTAATTGGCAASTAAGCAG 
M(899): YPINPKHISNCNWQATSR 
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DNA : ATC TAGCATAGCGAAGATAGATGTG CACAATATTGAG GAT AT T G AGC AAT A 2856 
M(916): SSIAKIDVHNIEDIEQY 

DNA: TAAGAAAGCTATAACTCAGAAACTTCAAACGAGCCTATCTCTATTCAAGTA 2907 
M(933): KKAI'TQKLQTSLSLFKY 

DNA: TGCAAAAACAAAAAACTTGCCGCACATCAAACCAATTTATAAATATATAAC 2958 
M(950): AKT KNLPH IKPI YKY I T 

DNA: T AT AGAAGGAACAGAAACT GCAGAAGGT ATAGAGAGTGCAT ACAT T G AATC 3009 
M(967): IEGTETAEGI ESAYIES 

DNA : AGAAGTACCTGCATTGGCTGGGACATCTATCGGATTCAAAATCAATTCTAA 30 60 

M(98.4): EVPALAGTSIGFKINSK 

DNA : AG AGGGCAAGCACT T GCT AGATGTT AT AGCATATGTAAAAAG TGCCTCATA 3111 
M(1001): EGKHLLDVIAYVKSASY 

DNA : CTCTTCAGTGTATACAAAATTGTACTCAACTGGCCCAACATCAGGGATAAA 3162 
M(1018): SSVYTKLYSTGPTSG IN 

DNA : TACTAAACATGATGAATTGTGTACTGGCCCATGCCCAGCAAATATCAATCA 3213 
M(1035): TKHDELCTGPCPANINH 

DNA: TCAGGTTGGGTGGCTGACATTTGCAAGAGAGAGGACAAGCTCATGGGGATG 3264 
M(1052): QVGWLTFARERTSSWGC 

DNA: CGAAGAGTTTGGTTGCCTGGCTGTAAGTGATGGGTGTGTATTTGGATCATG 3315 
M(1069): EEFGCLAVS DGCVFGSC 

DNA : CCAAGAT AT AATAAAAGAAGAAC T ATC TG TCTATAGG AAGGAGACCGAG GA 3366 
M(1086): QDI IKEELSVYRKETEE 

DNA : AG T GACTG ATGTAGAACT G T G TT T GAC AT T T T C AG AC AAAACAT ACTGT AC 3417 
M(1103): VTDVELCLTFSDKTYCT 

DNA: AAACTTAAACCCTGTTACCCCTATTATAACAGATCTATTTGAGGTACAGTT 34 68 

M(1120) : NLNPVTPII.TDLFEVQF 

DNA : CAAAACTGTAGAGACCTACAGCTTGCCTAGAATTGTTGCTGTGCAAAACCA 3519 
M(1137): KTVETYSLPRIVAVQNH 

DNA: T GAGATT AAAAT T GGGCAAATAAAT GATTTAG GAG T T TACT C TAAGGGTTG 3570 
M(1154): EIKIGQINDLGVYSKGC 

DNA: TGGGAATGTTCAAAAGGTCAATGGAACTATTTATGGCAATGGAGTTCCCAG 3621 
M{1171): GNVQKVNGTIYGNGVPR 

DNA : AT T T G ACT ACT TATGCCAT T TAGCT AGC AGGAAG GAAG TCAT T G T T AGAAA 3672 
M(1188): FDYLCHLASRKEVIVRK 

DNA : ATGCTTCGACAATGATTACCAAGCATGCAAATTTCTTCAAAGCCCTGCTAG 3723 
M(1205): CFDN DYQACKFLQS PAS 
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DNA : TT ACAGACT TGAAGAAG ACAGT GGCAC TGT GACC ATAAT TG ACTACAAAAA 
M(1222) : YRLEEDSGTVTI I DYKK 

DNA : GAT T T T AGGAAC AAT CAAG AT GAAGGCAAT T T T AGG AGATGT C AAAT AT AA 
M(1239) : ILGT I KMKAILGDVKYK 

DNA : AACATTTGCTGATAGTGTCGATATAACCGCAGAAGGGTCATGCACCGGCTG 
M(1256) : TFADSVDI TAEGSCTGC 

DNA : TAT TAACT GC T T CGAAAAT ATCC AT T G C GAAT TAACGTT GC AC ACCACAAT 
M(1273): INCFENIHCELTLHTTI 

DNA : TGAAGCCAGCTGCCCAATTAAAAGCTCGTGCACAGTATTTCATGACAGGAT 
M(1290) : EASCPIKSSCTVFHDRI 

DNA : TCTTGTGACTCCAAATGAACACAAATATGCATTGAAAATGGTGTGCACAGA 
M(1307) : LVTPNEHKYALKMVCTE 

DNA : AAAGCCAGGGAACACACTCACAATTAAAGTCTGCAATACTAAAGTTGAAGC 
M(1324) : KPGNTLT I KVCNTKVEA 

DNA : ATCTATGGCCCTTGTAGACGCAAAGCCTATCATAGAACTAGCACCAGTTGA 
M(1341) : SMALVDAKPI I ELAPVD 

DNA : TCAGACAG CAT AT ATAAGAGAAAAAG AT GAAAG GT GTAAAACTT GGAT GTG 
M(1358) : QTAY I REKDERCK TWMC 

DNA : TAGGGTAAGAGATGAAGGACTGCAGGTCATCTTGGAGCCATTTAAAAATTT 
M(1375) : RVRDEGLQVILEPFKNL 

DNA : AT TTGGAT CT TAT AT T GGG AT AT T T T AC ACAT T TAT T ATAT C TAT AG TAG T 
M(1392): FGSYIGIFYTFIISIVV 

DNA : AT TAT TG G T T ATT AT C T ATG T ACT ACTACC T AT ATGCT TTAAGT T AAG G GA 
M(1409) : LLVI I YVLLPI C FKLR D 

DNA : TACCCT T AGAAAGC AT GAAGAT GC AT AT AAGAGAGAG ATGAAAAT T AGAT A 
M{1426) : TLRKHEDAYKREMKIR* 

DNA : GGGGATCTATGCAGAACAAAATTGAGTCCTGTATTATATACTTCTATTTGT 
DNA: AGTATAGCTGTTGTTAAGTGGGGGGTGGGGAACTAACAACAGCGTAAATTT 
DNA : AT T T T G CAAAC AT TAT T T TAT AC T T GGT AGCACACT ACT 
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DNA: AG T AGT G T ACCCCAC T T GAAT ACT T TG AAAAT AAATT GT T GT T GACT GT T T 51 
DNA: TTTACCTAAGGGGAAATTATCAAGAGTGTGATGTCGGATTTGGTGTTTTAT 1. 02 

N(l): M S D L V F Y 

NSs(l): M 

DNA: GATGTCGCATCAACAGGTGCAAATGGATTTGATCCTGATGCAGGGTATATG 1 53 

N(8): DVASTGANGFDPDAGYM 
NSs(2): MSHQQVQMDLILMQGIW 

DNA: GACTTCTGTGTTAAAAATGCAGAATTACTCAACCTTGCTGCAGTTAGGATC 2 04 

N(25): DFCVKNAELLNLAAVRI 
NSs(19): TSVLKMQNYSTLLQLGS 

DNA: TTCTTCCTCAATGCCGCAAAGGCCAAGGCTGCTCTCTCGCGTAAGCCAGAG 2 55 

N(42): FFLNAAKAKAALSRKPE 
NSs<36): SSSM.PQRPRLLSRVSQR 

DNA : AGGAAGGCTAACCCTAAATTTGGAGAGTGGCAGGTGGAGGTTATCAATAAT 306 
N(59) : RKANPKFGEWQVEVINN 
NSs(53): GRLTLNL ESGRWRLSII 

DNA: CAT T T T CCTGGAAAC AGG AACAACC CAAT T GGTAACAACG AT C T TACC ATC 357 
N(76): HFPGNRNNPIGNNDIiTI 
NSs(70): IFLETGTTQLVTTILPS 

DNA: CAC AGAT TATCT G GG T AT T T AGCC AGAT GGGT CC T T GAT C AG T ATAACG AG- 4 08 

N(93): HRLSGYL ARWVLDQYNE 
NSs(87): T D Y L G I • 

DNA : AAT GAT GAT GAGT CTCAG CAC GAG T T GAT C AGAACAACTAT TAT CAAC CC A 45 9 

N(110): NDDESQHELIRTTIINP 

DNA : ATTGCTGAGTCT AATGGTGT AGGATGGGACAGTGGGCCAGAGATCTATCTA 51-0 
N(127): IAESNGVGWDSGPEIYL 

DNA : TCATTCTTTCCAGGAACAGAAATGTTTTTGGAAACTTTCAAATTCTACCCG 5S1 
N(144): SFFPGTEMFLETFKFYP 

DNA: C T G AC C ATTGG AAT TCAC AG AGTCAAGCAAGGC AT GAT GG AC CCT CAATAC 61 2 

N(161) :LT IGI HRVKQGMMDPQY 

DNA: CTGAAGAAGGCCTTAAGGCAACGCTATGGCACTCTCACAGCAGATAAGTGG 66 3 

N(178): LKKALRQ RYGTLTADKW 

DNA: AT G T CAC AGAAGGT TGC AGCAAT T G C T AAG AG CCTGAAGGAT GT AGAGC AG 71 4 

N(195): MSQKVAAIAKSLKDVEQ 
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DNA : CTTAAATGGGGAAAAGGAGGCCTGAGCGATACTGCTAAAACATTCCTGCAG 7 65 
N(212):L KWGKGGLSDTAKTFLQ 

DNA : AAATTTGGCATCAGGCTTCCATAAATATGGCATGAGGCATTCT^AATTAGGT 816 
N(229) :KFGIRLP* 

DNA : TCTAAATTCTAAATTTATATATGTCAATTTGATTAATTGGTTATCCAAAAG 867 

DNA : GGTTTTCTTAAGGGAACCCACAAAAATAGCAGCTAAATGGGTGGGTGGTAG 918 

DNA : GGGACAGCAAAAAACTATAAATCAGGTCATAAATAAAATAAAAT GTAT TCA 969 

DNA: GTGGGGCACACTACT 984 
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DNA: AG T AG TGT ACCCC T AT C T ACAAAACT T ACAGAAAAT TC AGT CAT AT CACAA 51 
DNA: T AT AT GCATAATG GAC TAT CAAGAGTATC AACAAT T C T TGGCT AGG AT TAA " 102 

(LI) : MDYQEYQQFLARIN 

DNA : TACTGCAAGGGATGCATGTGTAGCCAAGGATATCGATGTTGACCTATTAAT 153 
(L15) : TARDACVAKDI DVDLLM 

DNA : GG CC AGACATGAT TAT T T T GGT AG AGAG CT GT GCAAG T C CT TAAATATAGA 204 
(L32) : ARHDYFGRELCKSLNIE 

DNA : AT AT AGGAATG AT GT ACCAT T T GT AGATATAATT TT G G AT AT AAGG CCCGA 255 
(L49) : YRNDVPFVDIILDIRPE 

DNA : AG T AG ACCCAT TAACCATAGAT GCACCACAT AT TACC CCAGAC AAT TATCT 30 6 

(L66) : VDPLTIDAPHITPDNYL 

DNA : ATATATAAATAATGTGTT ATATATCATAGATTATAAGGTCTCTGTATCGAA 357 
(L83) : YINNVLYI IDYKVSVSN 

DNA : T GAAAG C AGTGTT ATAAC AT ATGACAAATATT ATG AGT TAAC T AGGGACAT 4 08 

(L100) : ESSVITYDKYYELTRDI 

DNA : ATCCGATAGATTAAGTATTCCAATAGAAATAGTTATCGTCCGTATAGACCC 4 59 

(L117): SDRLSIPIEIVIVRIDP 

DNA : TGT AAG T AAGGAT T TGCAT AT TAAC T CTGATAG AT T T AAAG AACT T TACCC 510 
(L134) rVSKDLHINSDRFKELYP 

DNA : TACAATAGTGGTGGATATAAACTTCAATCAATTTTTCGACTTAAAACAATT 561 
(L151) : TIVVDINFNQFFDLKQL 

DNA: ACT C TAT GAAAAAT TC GGT GAT GAT GAAGAAT T CCTAT T G AAAGT TGCACA 612 
(L168) : LYEKFGDDEEFLLKVAH 

DNA : TGGTGACTTCACTCTTACAGCACCCTGGTGCAAGACTGGGTGCCCTGAATT 663 
(L185) : GDFTL.TAPWCKTGCPEF 

DNA : T T GGAAAC ACCC CAT T T ATAAAGAAT TT AAAATGAG TAT GCC AG TACC TGA 714 
(L202) : WKHPIYKEFKMSMPVPE 

DNA : GCGGAGGCTCTTTGAAGAATCTGTCAAGTTCAATGCTTATGAATCTGAGAG 7 65 

(L219) : RRLFEESVKFNAYESER 

DNA: ATGGAAT ACT AACT T GGT T AAAATCAGAGAATATACAAAGAAAGACTATTC 816 
(L236) : WNTNLVKIREYTKKDYS 

DNA : AGAGCATATTTCAAAATCTGCAAAAAATATTTTCCTGGCTAGTGGATTTTA 8 67 

(L253) : EHISKSAKNIFLASGFY 

DNA: T AAGC AGCCAAAT AAGAAT GAG AT T AGT GAGGGGT G G ACAT TAATGGTT GA 918 
(L270) : KQPNKNEI-SEGWTLMVB 

DNA : GAGGGTTCAAGATCAGAGAGAAATCTCAAAATCTCTCCATGACCAGAAACC 969 
(L287) : RVQDQ'REISKSLHDQKP 
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DNA : TAGCATACATTTTATATGGGGAGCCCATAACCCAGGAAATAGTAATAATGC 1020 

(L304): S IHFIWG AHN P G N S N N A 

DNA: AACCTTCAAAC T CATAT TGC T TT CAAAG T CC T T ACAAAGC ATAAAAGGT AT 1071 

(L321): TFKLILLSKS LQSIKGI 

DNA: AT CAACT T AC AC AGAAGCGT T CAAATCT T T AGG AAAAATG ATGGAT AT TGG 1122 

(L338): STYTEAFKSL. GKMMDIG 

DNA: AG AT AAGGCT AT T GAGT AT GAAGAATT C T GCAT G T CCCTAAAAAGCAAAGC 1173 

(L355) : DKAI EYEE FCMSLKSKA 

DNA: AAGAT CATC AT GGAAGCAAATAATGAACAAAAAAT TAG AGCCT AAAC AAAT 1224 

(L372) : RSSWKQIMNKKLEPKQI 

DNA: AAACAAT GCCCT T GT TTTATG GG AACAGC AG T T TATGGTAAATAAT GACCT 1275 

(L389) : NNALVLWEQQFMVNNDL 

DNA : GATAGACAAAAG TG AGAAGT T GAAAT TAT T C AAAAAT TTCT GCGGT AT AGG 1326 

(L406): I DKS E KL KL FK'NFC G I G 

DNA: CAAACACAAGC AAT T CAAGAAT AAAAT GCTAGAGGATCT AGAAG TGTCAAA 1377 

(L423) : KHKQFKNKMLEDLEVSK 

DNA: GCCCAAAATATTAGACTTTGATGACGCAAATATGTATCTAGCTAGCCTAAC 14 28 

(L440): PKILDFDDANMYLASLT 

DNA : CAT GATGG AAC AG AG TAAG AAGAT AT T GT CCAAAAGCAATGGGTTGAAGCC 14 79 

(L457) : MMEQ,SKKI LS KSNGLKP 

DNA: AG AT AAT TT T AT ACT GAAT GAAT T T GGAT CCAAAAT CAAAGATGCTAATAA 1530 

(L474) : DNFILNEFGSKIKDANK 

DNA: AGAAACATATGACAATATGCACAAAATATTTGAGACAAGATATTGGCAATG 1581 

(L491) : ETYDNMHKI FETRYWQC 

DNA : TATATCCGACTTCTCTACTCTGATGAAAAATATCTTATCTGTGTCCCAATA 1632 

(L508) : ISDFSTLMKNILSVSQY 

DNA : TAACAGGCACAACACATTTAGGATAGCTATGTGTGCTAATAACAATGTCTT 1683 

(L525): NRHNT FRIAMCANNNVF 

DNA: TGCTATAGTATTTCCTTCGGCTGACATAAAAACTAAGAAAGCAACTGTAGT 1734 

(L542): AIVFPSADIKTKKATVV 

DNA : TTATAGCAT T ATAG T GCTGCATAAAGAGGAAGAAAACATATTCAACCCAGG 1785 

(L559) : YSI IVLHKEEENIFNPG 

DNA : ATGTTTGCACGGCACATTTAAGTGTATGAATGGGTATATTTCCATATCTAG 1836 

(L576): CLH G T FKCMNGY I S I SR 

DNA : AGCTATAAGGCTAGATAAAGAGAGGTGCCAGAGAATTGTTTCCTCACCTGG 1887 

(L593) : AIRLDKERCQRIVS SPG 
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DNA : ACTGTTTTTAACAACTTGCCTACTATTCAAACATGATAATCCAACTCTAGT 1938 

(L610) : LFLTTCLLFKHDNPTLV 

DNA : GATGAGCGATATTATGAATTTTTCTATATACACTAGCCTGTCTATCACAAA 1989 

(L627): MSDIMNFSIYTSLSITK 

DNA: G AGTG T T C T ATC T T TAAC AGAGCC AG CAC GC TACATG ATT ATGAACT CAT T 204 0 

(L644) : SVLSLTEPARYMIMNSL 

DNA : AGCTATCTCCAGCAATGTTAAGGACT AT AT AGCAGAGAAATTTTCCCCTTA 2091 

(L661) : AISSNVKDYIAEKFSPY 

DNA : CACAAAGACACTGT TC AGT GT CT ATAT GAC T AGAC T AAT T AAAAAT G C T TG 2142 

(L678): TKTLFSVYMTRL I KNAC 

DNA : CT T T G ATGCT TATGACCAGAG AC AGCGT GTCCAACT T AGAGAT AT AT ATT T 2193 

(L695) : FDAYDQRQRVQLRDIYL 

DNA : AT CT GAT TAT GACATAACCCAAAAAG GTAT TAAAG ACAAT AGAGAG C TAAC 224 4 

(L712) : SDYD ITQKGIKDNREL T 

DNA: AAG TAT AT GGT TCC CT GGTAG TG T AAC AT T AAAGG AGT AT T T AACACAAAT 2295 

(L729) : SIWFPGSVTLKEYLTQI 

DNA : AT ACTT ACCATTTTATTTTAAT GC TAAAG GAC TACATGAGAAGC AC CATGT 234 6 

(L746) : YLPFYFNAKGLHEKHHV 

DNA : CAT GGT G G ATC TAGCAAAGACT AT AT TAG AAATAGAGTGCG AAC AG AGGGA 2397 

(L763) : MVDLAKTI LEIECEQRE 

DNA : AAACATAAAGGAGATATGGTCTACAAATTGTACCAAACAGACAGTGAACCT 2 4 4 8 

(L780) : NIKEIWSTNCTKQTVNL 

DNA : TAAAAT T T T GATCCAT T CCT TGT GCAAGAAT T TACT AGCAG ACAC T T C AAG 2 4 99 

(L797) : KILIHSLCKNLLADTSR 

DNA : ACACAACC ACTTGCGGAACAGAAT AGAAAAT AGGAACAATTTTAGAAGGTC 2550 

(L814) : HNHLRNRI ENRNNFRRS 

DNA : T ATAACAAC T AT TTCAACAT T T ACAAG TT CAAAGTCT T GCCT CAAAAT AGG 2 601 

(L831) : ITTISTFT SSKSCLKIG 

DNA : G GAC T T T AGAAAAG AG AAAG AGC T G C AGTCAGT T AAAC AGAAGAAAAT CT T 2 652 

(L848) : DFRKEKEL QSVKQKKI L 

DNA : AG AGGT GCAGAG TCGCAAAATG AGAT TAGCAAACCCAAT G T T C GT G ACAGA 2703 

(L865) : EVQSRKMRLANPMFVTD 

DNA : TGAACAAGTATGCCTTGAAGTTGGGCACTGCAATTATGAGATGCTGAGGAA 2754 

(L882) : EQVCLEVG HCNYEMLRN 

DNA : T G C T AT GCCGAAT TAT AC AGAT TAT AT AT CAAC T AftAG TAT T T GAT AGGT T 2805 

(L899) : AMPNYTDY ISTKVFDRL 
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DNA : AT ATGAGT T AT T AGATAAAG GAGT T T TGAC AGACAAGCCTGT T AT AG AGCA 2856 
(L916) : YELLDKGVLTDKPVIEQ 

DNA: AAT AAT G GAT AT GAT G G T C GACC AC AAAAAG T T C TAT T T C AC AT T T T T C AA 2907 
(L933) : I MDMM'VDHKKFY FT F FN 

DNA: TAAAG GCC AGAAAACGT C AAAGG AT AGAG AGATAT T CGTTGG AG AAT AT G A 2958 
(L950) : KGQKTSKDREI FVGEYE 

DNA: AGCTAAAAT GTGT AT GT ACGCAGT TGAGAGAATAGCAAAAGAAAGATGTAA 3009 
(L967): AKMCMYAVERIAKERCK 

DNA : ATTAAATCCTGATGAAATGATATCTGAGCCGGGTGATGGCAAGTTGAAGGT 3060 
(L984): LNPDEMISEPGDGKLKV 

DNA: GTT GG AGC AAAAAT CAGAACAAGAAATTCGATT CT T G GTCG AGACT AC AAG 3111 
(L1001): LEQKSEQEIRFLVETTR 

DNA: GCAAAAGAATCGTGAAATCGATGAGGCAATTGAAGCATTAGCTGCAGAAGG 3162 
(L1018) : QKNREI DEAI EALAAEG 

DNA: ATATGAGAGTAATCTAGAAAAAATTGAAAAGCTTTCACTTGGCAAAGCAAA 3213 
(L1035) : YESNLEKIEKLSLGKAK 

DNA : GGGCCTAAAGATGGAAATAAATGCAGATATGTCTAAATGGAGTGCTCAGGA 32 64 

(L1052) : GLKMEINADMS KWSAQ D 

D'NA: TGTTTTTTATAAATATTTCTGGCTCATAGCCTTAGACCCTATCCTCTACCC 3315 
(L1069) : V F.YKYFWL IAL D P IL Y P 

DNA: AC AGGAAAAAGAGAGAAT AT TAT AC T T TATGT GCAACTACAT GG AT AAAGA 3366 
(L1086) : QEKERI1»YFMCNYMDKE 

DNA: ATT GAT ACT GCCAGATGAAT TAT TAT T CAAT T T GCTG G ACCAAAAAGT T GC 3417 
(L1103): LILPDELLFNLLDQKVA 

DNA : AT AC C AG AAT GAT AT AATAGCT ACTAT GAC TAAT CAATTAAAT T CAAAT AC 34 68 

(L1120) : YQNDIIATMTNQLNSNT 

DNA: AGT T CT G AT AAAG AGAAAT T GGCTC CAAG GGAAT T T CAACT AC AC CT C AAG 3519 
(L1137): VLIKRNWLQGNFNYTSS 

DNA : TTACGTCCATAGCTGCGCAATGTCTGTGTATAAAGAAATATTAAAAGAGGC 3570 
(L1154): YVHSCAMSVYKEILKEA 

DNA : CAT AACAT TACT AGACGGGTCTATATTAGTCAACTCATTAGTCCATTCGGA 3621 
(L1171): ITLLD GSILVNSLVHSD 

DNA : TG AT AACC AAAC AT CG AT AACAAT AGT T C AG GATAAGATGG AAAAT G AT AA 3672 
(L1188) : DNQTSITIVQDKMENDK 

DNA : AAT TAT AG AT T T T GCAAT GAAAG AATT T GAGAGAGCC TGT TT G ACAT T T GG 3723 
(L1205) : IIDFAMKEFERACLT. FG 
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DNA : ATGCCAAGCAAATATGAAAAAGACATATGTAACAAATTGCATAAAAGAGTT 377 4 

(L1222) : CQANMKKTYVTNCI KEF 

DNA : TGTTTCATTATTTAACTTGTACGGCGAACCCTTTTCAATATATGGCAGATT 3825 
(L1239) : VSLFNLYGEPFSIYGRF 

DNA : CCTATTAACATCTGTGGGTGATTGTGCCTATATAGGGCCTT ATGAAGATTT 387 6 

(L1256) : LLTSVGDCAYIGPYEDL 

DNA : AGCTAGT CGAATAT CAT CAGC CCAGACAGCC ATAAAGC AT GG T TGT CC ACC 3 927 

(L1273) : ASRIS SAQTAIKHGCPP 

DNA: CAGTCTAGCATGGGTGTCCATAGCAATAAGTCATTGGATGACCTCTCTGAC 3978 
(L1290) : SLAWVSIAISHWMTSLT 

. DNA : AT ACAACAT GCT ACC AGGGC AGT CAAATGAC CCAAT TG AT TAT T TCCCT GC 4 029 

(L1307) : YNMLPGQSNDPI DYFPA 

DNA : AGAAAATAGGAAGGATATCCCTATAGAATTGAATGGTGTATTAGATGCTCC 4 08 0 

(L1324): ENRKDI PIELNGVLDAP 

DNA: ATTGTCAATGATTAGTACAGTTGGATTGGAATCTGGGAATTTATACTTCTT 4131 
(L1341) : LSMISTVGLESGNLYFL 

DNA: GATAAAGTTGTTGAGCAAATATACCCCGGTCATGCAGAAAAGAGAGTCAGT 4182 
(L.1358) : IKLLSKYTPVMQKRESV 

DNA : AGT C AACCAAAT AGCT G AAG T T AAGAACTGGAAGGT CGAGGAT CT AACAGA 4 233 

(L1375) : VNQIAEVKNWKVEDLTD 

DNA : CAATGAAATATTTAGACT T AAAAT AC TCAG ATATT T AGT T CT AG AT GC AGA 4 284 

(L1392): NEIFRLKILRYLVLDAE 

DNA : GATGGACCCTAGTGATATTATGGGTGAGACAAGCGACATGAGAGGGAGGTC 4 335 

(L1409) : MDPSDIMGETSDMRGRS 

DNA : TAT T T TGACACCT AGAAAATT CACAACAGC AGGCAGT T TAAGGAAAT TATA 4 38 6 

(L1426) : ILTPRKFTTAGSLRKLY 

DNA : TTCTTTCAGTAAGTACCAGGATAGACTGTCTTCCCCTGGAGGCATGGTTGA 4 4 37 

(L1443): S FSKYQDRLSS PGGMVE 

DNA : ATTGTTCACTTATTTGCTTGAGAAACCTGAGTTGTTAGTGACTAAAGGGGA 4 4 88 

(L1460) : LFTYLLEKPELLVTKGE 

DNA : AGATATGAAAGATTATATGGAATCTGTGATATTCCGATATAATTCCAAAAG 453 9 

(L1477) : DMKDYMESVIFRYNSKR 

DNA: G T T CAAAGAAAGT T T GT CAAT AC AGAACCCAGC ACAAT T ATT T ATAGAACA 4 5 90 

(L1494): FKESLS IQNPAQLFIEQ 

DNA : GAT AT TG T T CT CAC AT AAG C CC ATAATAGACTT T T C TGGTAT C AGGGACAA 4 641 

(L1511) : ILFSHKPIIDFSGIRDK 
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DNA : AT AT AT AAACCT AC AT G AT AGT AG AGCT CT AGAGAAGGAAC CT GAC ATATT 4 692 

(L1528): YINLHDSRALEKEPDIL 

DNA : AGGAAAAGTAACATTTACAGAGGCTTATAGATTATTAATGAGGGACCTGTC 4743 
(L1545) : GKVT FTEAYRLLMRDLS 

DNA: T AG CCT AG AAC T AACCAATGAT G AC AT T CAAGT AAT T T ATT CT T AC AT AAT 47 94 

(L1562): SLE LTNDDIQVIYSYII 

DNA : ACT T AAT GAC CCT AT GATGATAACTAT TGCAAACACACAT ATAT T GT CAAT 4 845 

(L1579) : LNDPMMITIANTHILS I 

DNA : ATACGGGAGTCCTCAACGGAGGATGGGCATGTCCTGTTCAACGATGCCAGA 4 896 

(L1596) : YGSPQRRMGMSCSTMPE 

DNA: AT TT AGAAAT T T AAAAT TAAT ACATCAT T CCCCAGCCT TAGT T T TG AG AGC 4 947 

(L1613) : FRNLKLIHHS PALVLRA 

DNA: ATATAGTAAAAATAATCCTGACATCCAGGGTGCTGATCCCACGGAAATGGC * 4 998 

(L1630) : YSKNNPDIQGADPTEMA 

DNA : T AG AGATTT AGT T CAT CTGAAAGAGT T T G T T GAGAACACAAAT T T AGAAG A 5 04 9 

(L1647): RDIiVHLKEFVENTNLEE 

DNA : AAAAAT GAAAGT T AGGAT T GCT ATAAAT GAAGCAGAGAAAGG AC AACGGG A 5100 
(L1664) : KMKVRIAINEAEKGQRD 

DNA: T AT AGT C TT TG AAC T AAAAGAG AT GACT AGATTTTATC AGGT TT GC T ATGA 5151 
(L1681) : I V F E LKEMT RFYQV.CYE 

DNA: GTATGTCAAATCTACAGAACACAAGATAAAAGTCTTCATTCTCCCGACAAA 5202 
(L1698) : YVKS T EHKI K VFIL PTK 

DNA: AT C AT AC AC AACAACAG AT T TCT GT T C ACT CAT GCAG GGGAATTTAATAAA 5253 
(L1715) : SYTTTDFCSLMQGNLIK 

DNA : AG AT AAAG AG T G G T ACACAG T T CACT ACC T AAAACAGATAT TG T C TG GTGG 5304 
(L1732): DKEWYTVHYLKQILSGG 

DNA : CCATAAAGCCATAATGCAGCATAATGCCACT AGTGAGC AAAAT ATT GCT TT. 5355 
(L1749) : H KA I MQHNAT SEQN IAF 

DNA : T GAG T GT T T CAAAT TAAT T ACCCAT T T T G C AGACT CAT TCATAG AT T CAT T 5 4 06 

(L1766) : ECFKLITHFADSFI DSL 

DNA : ATCTAGGTCAGCTTTTTTGCAGTTGATAATAGATGAATTCAGTTATAAAGA 5457 
(L1783) : SRSAFLQLII DEFSYKD 

DNA : TGTGAAGGTTAGCAAACTTTATGACATAAT AAAGAATGGGTATAATCGAAC 5508 
(L1800) : VKVSKLYDI I KNGYNRT 

DNA : TG AC T TC AT ACCAT T GC T T T TT AG AAC T G GCGAT T T AAG ACAAG CTG ACT T 5559 
(L1817): D F I PLLFRTGDLRQADL 
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DNA : AGACAAG TAT GATG C TAT GAAAAG TCAT GAGAGGGT TAC ATG GAAT G AT TG 5610 
(L1834) : DKYDAMKSHERVTWNDW 

DMA : GCAAACATCTCGTCACTTGGACATGGGCTCAATTAATCTAACAATAACCGG 5661 
(L1851) : QTSRHLDMGSINLTITG 

DNA : TT ACAAT AGAT CAATAACAATAAT CGGAGAAGAT AACAAATT GACAT AT GC 5712 
(L1868): YNRSITIIGEDN KLTYA 

DNA : AGAATT AT GT CT GACT AGGAAAACT CCT GAGAAT ATAACT ATAAG T G GC AG 5763 
(L1885) : ELCLTRKTPENIT I SGR 

DNA: AAAATTGCTAGGTGCAAGGCATGGACTTAAATTTGAAAATATGTCCAAAAT 5814 
(L1902) : KLLGARH GLKFENMSKI 

DNA: CC AAAC AT ACCCAGG C AAT T ATT AT AT AACAT AT AGAAAGAAAG AT CGCC A 5865 
(L1919) : QTYPGNYYITYRKKDRH 

DNA : CC AG T T TGTAT ACCAG AT ACATTCTC ATGAAT C AAT AACAAGGAG G AAT GA 5916 
(L1936) : QFVYQIHSHESITRRNE 

DNA: AG AGC AT AT GGC T ATC AGGACCAGAAT AT ACAATGAAAT AACT CC AGT AT G 5967 
(L1953) : EHMAI RTRIYNE I T PVC 

DNA : TGTAGTTAACGTTGCAGAGGTGGATGGGGACCAACGTATATTGATAAGATC 6018 
(L1970) : VVNVAEVDGDQRILIRS 

DNA : T T TAGACT AT C T AAAT AATGATAT AT TTTCTCTTT CAAG G AT T AAAG T CGG 6069 
(L1987) : LDYLNNDIFSLSRIKVG 

DNA : GCT T G ACGAAT T T G CAACAATAAAAAAAGCAC AC T T T AGT AAAAT GG T CT C 6120 
(L2004) : LDEFATIKKAHFSKMVS 

DNA : ATTTGAAGGACCCCCAATTAAGACAGGGCTCCTCGACCTTACTGAATTGAT 6171 
(L2021) :FEGPPIKTGLLDLTELM 

DNA: G AAAT CT CAAG AT T T GCT T AACCTT AAT T ATGATAATATAAGGAAT AGCAA 6222 
(L2038): KSQDLkNLNYDNIRNSN 

DNA : CTTGATATCTTTTTCAAAATTGATTTGCTGTGAGGGGTCAGATAATATAAA 6273 
(L2055) :LISFSKLIC CEGSDNIN 

DNA: TGATGGGTTAGAGTTTCTGTCCGATGACCCTATGAACTTTACAGAGGGTGA . 6324 

(L2072) : DGLEFLSDDPMNFTEGE 

DNA : AGCAAT AC AT T CAAC ACCGAT CTT T AAT AT AT AT T AC T CAAAAAG AG GAGA 6375 
(L2089) : AIHST PIFNIYYSKRGE 

DNA: AAG AC AT AT GACAT AC AG G AATGC AAT T AAAT TACT G AT AG AAAG AGAAAC 6426 
(L2106) : RHMTY RNAIKLLIERET 

DNA : TAAGATTTTTGAAGAAGCTTTCACATTCAGTGAGAATGGCTTCATATCGCC 6477 
(L2123) : KIFEEAFTFSENGFISP 
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FIG. 5A 

Forward Primj&r 



Start 


Length 


Tm 


V.OC 


Print or 




ZD 


OK/ 




% AvAAw o 1 i vtiAAG 1 OAG 1 1 


1470 


25 


60 


A A 

44 


TTGTACAAGCTGCTGGAACTGACTT 


1470 


25 


60 


44 


TTGTACAAGCTGCTGGAACTGACTT 


1470 


25 


60 


44 


TTGTACAAGCTGCTGGAACTGACTT 


1470 


25 


60 


44 


TTGTACAAGCTGCTGGAACTGACTT 


1470 


25 


60 


A4 


TTGTACAAGCTGCTGGAACTGACTT 


1470 


25 


60 


A4 


TTGTACAAGCTGCTGGAACTGACTT 


1470 


26 


60 


-44 


TTGTACAAGCTGCTGGAACTGACTT 


1470 


25 


60 




TTGTACAAGCTGCTGGAACTGACTT 


1470 


25 


60 


<4 


TTGTACAAGCTGCTGGAACTGACTT 


1470 


26 


60 


1 +4 


TTGTACAAGCTGCTGGAACTGACTT 


.1470 


25 


60 


44 


TTGTACAAGCTGCTGGAACTGACTT 


669 


22 


60 


BO 


TGTGGTGCCCGCTATGATACTT 


609 


22 


60 


SO 


TGTGGTGCCCGCTATGATACTT 


669 


22 


60 


SO 


TGTGGTGCCCGCTATGATACJT 


669 


22 


60 


50 


TGTGGTGCCCGCTATGATACTT 


669 


22 


60 


5Q 


TGTGGTGCCCGCTATGATACTT 


669 


20 


58 


55 


TGTGGTGCCCGCTATGATAC 


669 


20 


58 


55 


TGTGGTGCCCGCTATGATAC 


669 


20 


58 


55 


TGTGGTGCCCGCTATGATAC 


669 


20 


58 


55 


TGTGGTGCCCGCTATGATAC 


669 


20 


58 


55 


TGTGGTGCCCGCTATGATAC 


668 


21 


59 


57" 


CTGTGGTGCCCGCTATGATAC 


AAA 
WO 




CO 


5/ 


CTGTGGTGOCCG CTATGATAC 


868 


1 


oy 


O f 


\3» 1 1 V?OwlrV3l* 1 A 1 oAl AW 


668 


21 


59 


6T 




863 


21 


-59 


57 


CSTGTGGTGCCCGCTATGATAC 


868 


20 


58 


55 


CTGTGGTGCCCGCTATGATA 


.868 


20 


58 


55 


CTGTGGTGCCCGCTATGATA 


868 


20 


58 


55 


CTGTGGTGCCCGCTATGATA 


868 


20 


58. 


55 


CTGTGGTGCCCGOTATGATA 


668 


20 


68 


. 65 


CTGTGGTGCCCGCTATGATA 


.867 


21 


60 


62 


TCTGTGGTGCCCGCTATGATA 


867 


21 


60 


62 


TCTGTGGTGCCCGCTATGATA 


867 


21 


60 


62 


TCTGTGGTGCCCGCTATGATA 


867 


21 


60 


52 


TCTGTGGTGCCCGCTATGATA 


867 


21 


60 


62 


TCTGTGGTGCCCGCTATGATA > 


667 


20 


60 


55 


TCTGTGGTGCCCGCTATGAT 


867 


20 


60 


65 


TCTGTGGTGCCCGCTATGAT 


867 


20 


60 


55 


TCTGTGGTGCCCGCTATGAT 


867 


20 


60 


55 


TCTGTGGTGCCCGCTATGAT 


867 


20 


60 


65 


TCTGTGGTGCCCGCTATGAT 


864 


20. 


60 


60 


GTGTCTGTGGTGCCCGCTAT 


664 


20 


60 


60 


GTGTCTGTGGTGCCCGCTAT 


864 


20 


60 


60 


GTGTCTGTGGTGCCCGCTAT 
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Forward Primer 
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120 


60 


60 


gtgtctotggTgCccgctAt 


664 


20 


60 


60 


GTGTCTGTGGTGCCCGCTAT 


3739 . 


23 


68 


48 


AGACAGTGGCACTGTGACCATAA 


3739 


23 


68 


48 


AGACAGTGGCACTGTGACCATAA 


3739 


23 


68 


48 


AGACAGTGGCACTGTGACCATAA 


3739 


23 


68 


48 


AGACAGTGGCACTGTGACCATAA 


3739 


23 


68 


48 


AGACAGTGGCACTGTGACCATAA 


O/ Otf 


4&0 




An 






zo 




HO 


a a a r^A rsTftn r* a rTfSTft a rip. at a a 


O/Otf 


■ o^l 


oy 




A f2 Ar*HfXTdd /> A r*Tf3Trt Af^P AT A AT 


o/oy 






AC* 


Af5 Af^AftTftft/^A PTrtTft A^r ATA AT 


O/OV 




oy 


AfX 


a /a a r* a fvr/ars a PT/yr/a appata at 


3739 




oy 


A(X 


ArSAPAriT/i/tSPAPT/iT/^ APPATAAT ' 


O/OtJ 




en 

oy 




An AC* A "fSTfS dr>A PTrtTfi A PP ATA AT" 






oy 


API 


AfiAp A/^T/arar* a r*T/n~/2 a it 1 ata at 


3739 




oy 


4D 


A ^APAfiT/afiOA MYVTYtS Apr 1 ATA AT 
AV3MUMV3 1 OOUAL* 1 U 1 1 MA 1 


•a/00 


ilO 


CO 

00 




a a /a a a rvrraza 0 a inr/vr/a a /v* at a 


a/OO 








AArtAPJVfVrrtftf^AnTfTITSAnnATA 




23 


68 


48 


AAGACAGTGGCACTGTGACCATA 


3738 


23 


58 


48 


AAGACAGTGGCACTGTGACCATA 


3736 


23 


58 


46 


AAGACAGTGGCACTGTGACCATA 


13738 


23 


58 


48 


AAGACAGTGGCACTGTGACCATA 


3738 


23 


58 


48 


AAGACAGTGGCACTGTGACCATA 


3736 


24 


60 


46 


AAGACAGTGGCACTGTGACCATAA 


3733 


24 


60 


46 


AAGACAGTGGCACTGTGACCATAA 


3733 


24 


60 


46 


AAGACAGTGGCACTGTGACCATAA 


3738 


24 


60 


46 


AAGACAGTGGCACTGTGACCATAA 


3738 


24 


60 


46 


AAGACAGTGGCACTGTGAGCATAA . 


3738 


24 


60 


46 


AAGACAGTGGCACTGTGACCATAA 


3738 


24 


60 


46 


AAGACAGTGGCACTGTGACCATAA 


3736 


25 


60 


44 


AAGACAGTGGCACTGTGACCATAAT 


3738 


26 


60 


44 


AAGACAGTGGCACTOTGACCATAAT 


3738 


25 


60 


44 


AAGACAGTGGCACTGTGACCATAAT 


3738 


26 


60 


44 


AAGACAGTGGCACTGTGACCATAAT 


3738 


25 


60 


44 


AAGACAGTGGCACTGTGACCATAAT 


3738 


25 


60 


44 


. MGACAGTGGCACTGTGACCATAAT 


3738 


25 


60 


44 


AAGACAGTGGCACTGTGACCATAAT 


3737 


24 


60 


50 


GAAGACAGTGGCACTGTGACCATA 


3737 


24 


60 


50 


GMGACAQTGGCACTGTGACCATA 


3737 


24 


60 


50 


GAAGACAGTGGCACTGTGACCATA 


3737 


24 


60 


60 


GAAGACAGTGGCACTGTGACCATA 


3737 


24 


60 


60 


GAAGACAGTGGCACTGTGACCATA 


3737 


24 


60 


60 


GAAGACAGTGGCACTGTGACCATA 


3737 


24 


60 


50 


GAAGACAGTGGCACTGTGACCATA 


3738 


25 


61 


48 


AGAAGACAGTGGCACTGTGACCATA 
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FIG. 5C 
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AGACAGTGGCACTGTGACCATAAT 


3739 


24 


59 


46 


AGACAGTGGCACTGTGACCATAAT 


3739 


24 


59 


46 


AGACAGTGGCACTGTGACCATAAT 


3739 


24 


59 


46 


AGACAGTGGCACTGTGACCATAAT 


3739 


24 


59 


46 


AGACAGTGGCACTGTGACCATAAT 


3739 


24 


59 


46 


AGACAGTGGCACTGTGACCATAAT 


3738 


23 


58 


48 


AAGACAGTGGCACTGTGACCATA 


3738 


23 


58 


48 


AAGACAGTGGCACTGTGACCATA 


3738 


23 


58 


48 


AAGACAGTGGCACTG T CaAOOA i A 


3738 


23 


55 


4o 




3738 






Aft 


A AC. AH AGTfiGCACTCTG AC GATA 


Q70Q 

Of oo 






48 


AAGACAGTGGCACTGTGACCATA 


3738 


23 


58 


48. 


AAGACAGTGGCACTGTGACCATA 


3738 


24 


•60 


46 


AAGACAGTGGCACTGTGAGCATAA 


3738 


24 


60 


46 


AAGACAGTGGCACTGTGACCATAA 


3738 


24 


60 


46 


AAGACAGTGGCACTGTGACCATAA 


3738 


24 


60 


46 


AAGACAGTGGCACTGTGACCATAA 


3738 


24 


60 


46 


AAGACAGTGGCACTGTGACCATAA 


3738 


24 


60 


46 


AAGACAGTGGCACTGTGACCATAA 


'3738 


24 


60 


46 


AAGACAGTGGCACTGTGACCATAA 


3738 


25 


60 


44 


AAGACAGTGGCACTGTGACCATAAT 


3738 


26 


60 


44 


AAGACAGTGGCACTGTGACCATAAT 


3738 


25 


60 


44 


AAGACAGTGGCACTGTGACCATAAT 


3738 


25 


60 


44 


AAGACAGTGGCACTGTGACCATAAT 


3738 


25 


60 


44 


AAGACAGTGGCACTGTGACCATAAT 


3738 


25 


60 


44 


AAGACAGTGGCACTGTGACCATAAT 


3738 


25 


60 


44 


AAGACAGTGGCACTGTGACCATAAT 


3737 


24 


60 


so 


GAAGACAGTGGCACTGTGACCATA 


3737 


24 


60 


50 


GAAGACAGTGGCACTGTGACCATA 


; 3737 


24 


60 


60 


GAAGACAGTGGCACTGTGACCATA 


3737 


24 


60 


50 


GAAGACAGTGGCACTGTGACCATA 
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FIG. 5D 

Forward Primer 



Start 


Length 


Tttt 


"•ZfSr 1 




' 4737 


24 


60 


50 


GAAGACAGTGGCACTG TOACCATA 


3737 


24 


60 


50 


GMGACAGTGGCACTGTGACCATA 


3737 


24 


60 


50 


gmgacagtggcactgtgacgXta 


3736 


25 


61 


48 


AGAAGACAGTGGCACTGTGACCATA 


3736 


25 


61 


48 


AGAAGACAGTGGCACTGTGACCATA 


3736 


25 


61 


48 


AGAAGACAGTGGCACTGTGACCATA 


3736 


25 


61 


48 . 


AGAAGACAGTGGCACTGTGACCATA 


3736 


25 


61 


46 


AGAAGACAGTGGCACTGTGACCATA 


3736 


25 


61 


48 


AGAAGACAGTGGCACTGTGACCATA 


3736 


25 


61 


48 


AGAAGACAGTGGCACTGTGACCATA 


3739 


23 


68 


48 


AGACAGTGGCACTGTGACCATAA 


3739 


23 


68 


48 


AGACAGTGGCACTGTGACCATAA 


3739 


23 


58 


48 


AGACAGTGGCACTGTGACCATAA 


3739 


23 


58 


48 


AGACAGTGGCACTGTGACCATAA 


3739 


23 


58 


48 


AGACAGTGGCACTGTGACCATAA 


. 3739 


23 


58 


48 


AGACAGTGGCACTGTGACCATAA 


3739 


23 


58 


4B 


AGACAGTGGCACTGTGACCATAA 


3739 


24 


59 


46 


AGACAGTGGCACTGTGACCATAAT 


3739 


24 


59 


46 


AGACAGTGGCACTGTGACCATAAT 


3739 


24 


59 


46 


AGACAGTGGCACTGTGACCATAAT 


■ 3739 


24 


59 


46 


AGACAGTGGCACTGTGACCATAAT 


'3739 


24 


59 


46 


AGACAGTGGCACTGTGACCATAAT 


• 3739 


23 


58 


48 


AGACAGTGGCACTGTGACCATAA 


3739 


23 


58 


48 


AGACAGTGGCACTGTGACCATAA 


3739 


24 


59 


46 




3739 


23 


58 


48 


a a r* AfaxniV^r* AC^TftTft AHHATAA 


3739 


24 


59 


•to 


a Af* Af^T^r^nACTQTGACCATAAT 






DO 




AGACAGTGGCACTGTGACCATAA 


oioy 




58 


48 


AGACAGTGGCACTGTGACCATAA 






58 


48 


AGACAGTGGCACTGTGACCATAA 


3739 


23 


66 


48 


AGACAGTGGCACTGTGACCATAA 


* 3739 


23 


58 


48 


AGACAGTGGCACTGTGACCATAA 


3739 


23 


68 


48 


AGACAGTGGCACTGTGACCATAA 


3739 


23 


58 


48 


AGACAGTGGCACTGTGACCATAA 


3739 


23 


58 


48 


AGACAGTGGCACTGTGACCATAA 


3739 


23 


68 


48 


AGACAGTGGCACTGTGACCATAA 


3739 


23 


58 


48 


AGACAGTGGCACTGTGACCATAA 


3739 


23 


68 


48 


AGACAGTGGCACTGTGACCATAA 


3739 


24 


69 


46 


AGACAGTGGCACTGTGACCATAAT 


3739 


23 


.68 


48 


AGACAGTGGCACTGTGACCATAA 


3739 


24 


59 


45 


AGACAGTGGCACTGTGACCATAAT 


3739 


24 


69 


46 


AGACAGTGGCACTGTGACCATAAT 


3739 


24 


59 


46 


AGACAGTGGCACTGTGACCATAAT 


3739 


23 


58 


48 


AGACAGTGGCACTGTGACCATAA 


3739 


23 


58 


48 


AGACAGTGGCACTGTGACCATAA 
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FIG. 5E 



Forward Primer 



own 




1 Mr 




' Primer 


3*39 


24 


59 


46 


" a^Ao AfVrrera^fcYGYGAcCA'l AAT 


3739 


23 


58 


48 


a r+ a i** a r> to or* a f*TfiTT5 A fTi AT AA 
AC3AOAv? 1 vjwl/AU 1 U 1 oaV/^a i ^v-v 


3739 


23 


58 


. 48 


AGACAGTGGCAC 1 C* l w\uoai.ma 


3739 


23 


58 


48 


AGACAGTGGCACTGTGACCATAA 


3739 


24 


59 


46 


AGACAGTGGCACTGTGACCATAAT 


3739 


24 


59 


46 


AGACAGTGGCACTGTGACCATAAT 


3739 


23 


56 


48 


AGACAGTGGCACTGTGACCATAA 


3739 


24 


59 


46 


AGACAGTGGCACTGTGACCATAAT 


3739 


24 


59 


46 


AGACAGTGGCACTGTGACCATAAT 


3739 


24 


69 


46 


AGACAGTGGCACTGTGACCATAAT 


3739 


24 


59 


46 


AGACAGTGGCACTGTGACCATAAT 


3739 


24 


59 


46 


AGACAGTGGCACTGTGACCATAAT 


3739 


24 


59 




AGACAGTGGCACTGTGACCATAAT 


3739 


24 




46 


AGACAGTGGCACTGTGACCATAAT 


3739 


24 


69 


46 


AGACAGTGGCACTGTGACCATAAT 


3739 


24 


* 59 


46 


AGACAGTGGCACTGTGACCATAAT 


3739 


24 


59 


46 . 


AGACAGTGGCACTGTGACCATAAT 


3739 
3739 
3739 


24 


59 


46 


AGACAGTGGCACTGTGACCATAAT 


24 


59 


46 


AGACAGTGGCACTGTGACCATAAT 


24 


69 


46 


AGACAGTGGCACTGTGACCATAAT 
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FIG. 5F 



.Probo 



Start 


I ft tint h 


Tm 
i in 


/WW w 


Probs 


- 1536 


25 


70 


52 


CTGGGCOAI 1 1 1 IwAAcCY CGGGAA 


1536 


23 


68 


57 


CTGGGCOATTTTTGAACCTCGGG 


1536 


24 


69 


54 


CTGGGCCATTTTTGAACCTCGGGA 


1548 


25 


70 


48 


TGAACCTCGGGAATTGCCAAAAGCA 


1634 


24 


68 


54 


CACTG GGCCATTTTTGAACCTCGG 


1532 


25 


70 


52 


TGCACTGGGCCATTTTTGAACCTCG 


1535 


24 


68 


54 


ACTGGGCCATTTTTGAACCTCGGG 


1534 


26 


70 


56 


CACTG GGCCATTTTTG AACCTCGGG 


1537 


23 


69 


52 


TGGGCCATTTTTGAACCTCGGGA 


1535 


25 


70 


52 


^CTGGGCCATTTTTGAACCTCGGGA 


1537 


26 


69 


48 


TGGGCCATTTTTGAACCTCGGGAAT 


1537 


24 


70 


50 


TGGGCCATTTTTGAACCTCGGGAA 


961 


24 


69 


58 


CATGTGCAAGTCGAAAGGGCCTGC 


963 


23 


70 


57 


TGTGCAAGTCGAAAGGGCCTGCA 


960 


25 


71 


56 


TCATGTG CAAGTCGAAAGGGCCTGC 


960 


24 


68 


54 


"FCATGTGCAAGTCGAAAGGGCCTG 


962 


24 


69 


54 


ATGTGCAAGTCGAAAGGGCCTGCA 


963 


23 


70 


57 


"TGTGCAAGTCGAAAGGGCCTGCA 


960 


24 


68 


54 


TCATGTGCAAGTCGAAAGGGCCTG 


960 


25 


71 


56 


TCATGTGCAAGTCGAAAGGGCCTGC 


962 


24 


69 


54 


ATGTGCAAGTCGAAAGGGCCTGCA 


961 


24 


69 


58 


CATGTGCAAGTCGAAAGGGCCTGC 


962 


24 


69 


54 


. ATGTGCAAGTCGAAAGGGCCTGCA 


963 


' 23 


70 


57 


TGTGCAAGTCGAAAGGGCCTGCA 


960 


24 


68 


54 


TCATGTGCAAGTCGAAAGGGCCTG 


Vvv 




fl 


DO 


1 CATGTGCAAGTCGAAAG GGCCTGC 


961 


24 


. 


so 


AT^Tra/^A Atfvrora a a a fafarar^T/ar* 


862 


24 


69 


54 


ATGTGCAAfSTfiri AAAfiQfifi f!Trt fi A 

r\ • w | wwrVWJ 1 vWVTnVJV3\3Crv I Own 


960 


24 


68 


64 


TCATGTGCAAGTCGAAAGGGCCTG 


961 


24 


69 


58 


CATGTGCAAGTCGAAAGGGCCTGC 


963 


23 


70 


57 


TGTGCAAGTCGAAAGGGCCTGCA 


980 


25 


71 


56 


TCATGTGCAAGTCGAAAGGGCCTGC 


982 


24 


69 


54 


ATGTGCAAGTCGAAAGGGCCTGCA 


980 


24 


68 


54 


TCATGTGCAAGTCGAAAGGGCCTG 


980 


25 


71 


56 


TCATGTGCAAGTCGAAAGGGCCTGC 


983 


23 


70 


57 


TGTGCAAGTCGAAAGGGCCTGCA 


981 


24 


69 


68 


CATGTGCAAGTCGAAAGGGCCTGC 


980 


24 


68 


54 


TCATGTGCAAGTCGAAAGGGCCTG 


982 


24 


69 


54 


ATGTGCAAGTCGAAAGGGCCTGCA 


981 


24 


69 


58 


CATGTGCAAGTCGAAAGGGCCTGC 


983 


23 


70 


57 


TGTGCAAGTCGAAAGGGCCTGCA 


960 


25 


71 


56 


TCATGTGCAAGTCGAAAGGGCCTGC 


960 


' 25 


71 


56 


TCATGTGCAAGTCGAAAGGGCCTGC 


962 


24 


69 


54 


ATGTGCAAGTCGAAAGGGCCTGCA 


960 


24 


68 


54 


TCATGTGCAAGTCGAAAGGGCCTG 
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FIG. 5G 

Probe 



Start 


Length 


im 




Probe 


©61 


24 


69 


56 


CATGTGCAAGTCGAAAGGGCCTGC 


963 


23 


70 


67 


TGTGCAAGTCGAAAGGGCCTGCA 


3649 


24 


70 


58 


TAACCGCAGAAGGGTCATGCACCG 


3862 


21 


69 


67 


CCGCAGAAGGGTCATGCACCG 


3860 


23 


70 


61 


AACCGCAGAAGGGTCATGCACCG 


3848 


25 


69 


56 


ATAACCGCAGAAGGGTCATGCACCG 


3865 


23 


68 


61 


CAGAAGGGTCATGCACCGGCTGT 


3853 


21 


69 


67 


CGCAGAAGGGTCATGOACCGG 


3851 


22 


69 


64 


ACCGCAGAAGGGTCATGCACCG 


3850 


23 


70 


61 


AACCGCAGAAGGGTCATGCACCG 


3852 


21 


69 


67 


CCGCAGAAGGGTCATGCACCG 


3848 


25 


69 


66 


ATAACCGCAGAAGGGTCATGCACCG 


3851 


22 


69 


64 


ACCGCAGAAGGGTCATGCACCG 


3349 


24 


70 


68 


TAACCGCAGAAGGGTCATGCACCG 


3853 


21 


69 


67 


CGCAGAAGGGTCATGCACCGG 


3855 


23 


68 


61 


CAGAAGGGTCATGCACCGGCTGT 


3655 


23 


68 


61 


, CAGAAGGGTCATGCACCGGCTGT 


3852 


21 


69 


67 


CCGCAGAAGGGTCATGCACCG 


3849 


24 


70 


58 


TAACCGCAGAAGGGTCATGCACCG 


3850 


23 


70 


61 


AACCGCAGAAGGGTCATGCACCG 


3853 


21 


69 


67 


CGCAGAAGGGTCATGCACCGG 


3848 


25 


69 


56 


ATAACCGCAGAAGGGTCATGCACCG 


3861 


22 


69 


64 


ACCGCAGAAGGGTCATGCACCG 


3653 


21 


69 


67 


CGCAGAAGGGTCATGCACCGG 


3655 


23 


68 


61 


CAGAAGGGTCATGCACCGGCTGT 


.3648 


25 


69 


66 


ATAACCGCAGAAGGGTCATGCACCG 


3649 


24 


70 


68 


TAACCCSCAvSAAooO 1 UAI <jwM-rOV3 


3652 




t>y 


Of 




often 






fi1 
\J % 


AACCGCAGAAGGGTCATGCACCG 


3851 

vvw 1 


22 


69 


64 


ACCGCAGAAGGGTCATGCACCG 


3852 


21 


69 


67 


CCGCAGAAGGGTCATGCACOG 


3S50 


23 


70 


61 


AACCGCAGAAGGGTCATGCACCG 


3848 


26 


69 


66 


ATAACCGCAGAAGGGTCATGCACCG 


3851 


22 


69 


64 


ACCGCAGAAGGGTCATGCACCG 


3849 


24 


70 


68 


TAACCGCAGAAGGGTCATGCACCG 


3855 


23 


68 


61 


CAGAAGGGTCATGCACCGGCTGT 


3853 


21 


69 


67 


CGCAGAAGGGTCATGCACCGG 


3850 


23 


70 


61 


AACCGCAGAAGGGTCATGCACCG 


3855 


23 


68 


61 


CAGAAGGGTCATGCACCGGCTGT 


3849 


24 . 


70 


68 


TAACCGCAGAAGGGTCATGCACCG 


3848 


26 


69 


66 


ATAACCGCAGAAGGGTCATGCACCG 


3853 


21 


69 


67 


CGCAGAAGGGTCATGCACCGG 


3851 


22 


69 


64 


ACCGCAGAAGGGTCATGCACCG 


3852 


21 


69 


67 


CCGCAGAAGGGTCATGCACCG 


3849 


24 


70 


68 


TAACCGCAGAAGGGTCATGCACCG 
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FIG. 5H 



Probo 





uvi iy u i 


Tm 

1 Iff 


%GC 




3650 


23 


70 


61 


AACCGCAGAAGGGTCATGCACCG 


3861 


22 


60 


64 


ACCGCAG AAGGGTCATG CACCG 


3848 


26 


69 


56 


ATMCCGCAGAAGGGTCATGCACCG 


3852 


21 


69 


67 


CCGCAGAAGGGTCATGCACCG 


3853 


21 


69 


67 


CGCAGAAGC3GTCATGCACCGG 


3865 . 


23 


68 


61 


CAGMGGGTCATGCACCGGCTGT 


3853 


21 


69 


67 


CGCAGMGCGTCATGCACCGG 


3855 


23 


68 


61 


CAGAAGGGTCATGCACCGGCTGT 


• 3848 , 


25 


69 


56 


ATAACCGCAGAAGGGTCATGCACCG 


3849 


24 


70 


58 


TAACCGCAGAAGGGTCATGCAGCG 


' 3852 


21 


69 


67 


CCGCAGAAGGGTCATGCACCG 


3850 


23 


70 


61 


AACCGCAGAAGGGTCATGCACCG 


3851 


22 


69 


64 


ACCGCAGAAGGGTCATGCACCG 


3853 


21 


69 


67 


CGCAGAAGOGTCATGCACCGG 


3856 


23 


68 


61 


CAGAAGGGTCATGCACCGGCTGT 


3851 


22 


69 


64 


ACCGCAGAAGGGTCATGCACCG 


3848 


25 


69 


56 


ATAACCGC/VQAAGGGTCATGCACCG 


3850 


23 


70 


61 


AACCGCAGAAGGGTCATGCACCG 


3862 


21 


69 


67 


CCGCAGAAGGGTCATGCACCG 


3849 


24 


70 


58 


TAACCGCAGAAGGGTCATGCAGCG . 


3860 


23 


70 


61 


AACCGCAGAAGGGTCATGCACCG 


3853 


21 


69 


67 


CGCAGAAGGGTCATGCACCGG 


3848 


25 


69 


56 


ATAACCGCAGAAGGGTCATGCACCG 


3849 


. 24 


70 


58 


TAACCGCAGAAGGGTCATGCAGCG 


3852 


21 


69 


67 


CCGCAGAAO GGTCATGCACCG 


oqO i 






a a 


Av*Ol?OAv/v\\3V3b'l wVTGCAGCG 


3A*55 

Www 




DO 


D 1 




3851 


22 


69 


64 


ACCGCAGAA.C3GGTCATGCACCG 


3853. 


21 


69 


67 


CGCAGAAGGs GTCATGCACCGG 


3849 


24 


70 


56 


TAACCGCAGAAGGGTCATGCAGCG 


3852 


21 


69 


67 


CCGCAGAAGGGTCATGCACCG 


3848 


25 


69 


66 


ATAACCGCAGAAGGGTCATGCACCG 


3850 


23 


70. 


61 


AACCGCAGAAGGGTCATGCACCG 


3855 


23 


68 


61 


CAGAAGOGTCATGCACCGGCTGT 


3853 


21 


69 


67 


CGCAGAAGGOTCATGCACCGG 


3852 


21 


69 


67 


CCGCAGAA0O0TCATGCAGCG 


3848 


25 


69 


56 


ATMCCSCAQMGGGTCATGCACCG 


3849 


24 


70 


58 


TAACCGCAGAAGGGTCATGCACCG 


3855 


23 


68 


61 


CAGAAGGGTCATGCACCGGCTGT 


3651 


22 


69 


64 


ACCGCAGAAGGGTCATGCACCG 


3650 


23 


70 


61 


AACCGCAGAAGGGTCATGCACCG 


3851 


22 


69 


64 


ACCGCAGAAGGGTCATGCACCG 


3865 


23 


68 


61 


CAGAAGGGTCATGCACCGGCTGT 


3849 


24 


70 


58 


TAACCGCAGAAGGGTCATGCACCG 


3650 


23 


* 70 


61 


AACCGCAGAAGGGTCATGCACCG 
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FIG. 51 



Probe 



Start 


Length 


Tm 


VoQC 


Probe 


5648 


26 


59 


■ 66 


ataAccgcagaagggtcatgcaccg 


• 3853 


21 


69 


67 


CGCAGAAGGGTCATGCACCGG 


3852 


21 


69 


67 


CCGCAGAAGGGTCATGCACCG 


3849 


24 


70 


68 


TAACCGCAGAAGGGTCATGCACCG 


3850 


23 


70 


61 


AACCGCAGAAGGGTCATGCACCG 


3851 


22 


69 


64. 


ACCGCAGAAGGGTCATGCACCG 


3848 


25 


69 


56 


ATAACCGCAGAAGGGTCATGCACCG 


3855 


23 


68 


61 


CAGAAGGGTCATGCACCGGCTGT 


3852 


21 


69 


67 


CCGCAGAAGGGTCATGCACCG 


3853 


21 


69 


67 


CGCAGAAGGGTCATGCACCGG 


3850 


23 


70 


61 


AACCGCAGAAGGGTCATGCACCG 


3851 


22 


69 


64 


ACCGCAGAAGGGTCATGCACCG 


' 3S52 


21 


69 


67 


CCGCAGAAGGGTCATGCACCG 


3843 


25 


69 


56 


ATAACCGCAGAAGGGTCATGCACCG 


3855 


23 


66 


61 


CAGAAGGGTCATGCACCGGCTGT 


3349 


24 


70 


58 


TAACCGCAGAAGGGTCATGCACCG 


3853 


21 


69 


67 


CGCAG^AGG GTCATGCACCGG 


3343 


25 


69 


56 


ATAACCGCAGAAGGGTCATGCACCG 


3855 


23 


68 


61 


CAGAAGGGTCATGCACCGGCTGT 


3850 


23 


70 


61 


AACCGCAGAAGGGTCATGCACCG 


3851 


22 


-69 


64 


ACCGCAGAAOGGTCATGCACCG 


3849 


24 


70 


58 


TAACCGCAGAAGGGTCATGCACCG 


3848 


25 


69 


56 


ATAACCGCAGAAGGGTCATGCACCG 


3849 


24 


70 


58 


TAACCGCAGAAGGGTCATGCACCG 


3852 


21 


69 


67 


CCGCAGAAGGGTCATGCACCG 


3883 


21 


69 


67 


CGCAGAAGGGTCATGCACCGG 


3853 


21 


69 


67 


CGCAGAAG GOTCATGCACCGG 


4IABI) 


21 


69 


67 




OOOl 




oy 






38B5 


23 


6A 

VO 


61 


CAGAAGGGTCATGCACCGGCTGT 


3855 


23 


68 


61 


CAGAAGGGTCATGCACCGGCTGT 


' 3853 


21 


69 


67 


CGCAGAAGGGTCATGCACCGG 


3850 


23 


70 


61 


AACCGCAGAAGGGTCATGCACCG 


3852 


21 


69 


67 


CCGCAGAAGGGTCATGCACCG 


3850 


23 


70 


61 


AACCGCAGAAGGGTCATGCACCG 


3851 


22 


69 


64 


ACCGCAGAAGGGTCATGCACCG 


3840 


24 


70 


58 


TAACCGCAGAAGGGTCATGCACCG 


3848 


25 


69 


56 


ATAACCGCAGAAGGGTCATGCACCG 


3855 


23 


68 


61 


CAGAAGGGTOATGCACCGGCTGT 


3855 


23 


68 


61 


CAGAAGGGTCATGCACCGGCTGT 


3850 


23 


70 


61 


AACCGCAGAAGGGTCATGCACCG 


3849 


24 


70 


68 


TAACCGCAGAAGGGTCATGCACCG 


3851 


'22 


69 


64 


ACCGCAGAAOGGTCATGCACCG 


3848 


25 


69 


66 


ATAACCGCAGAAGGGTCATGCACCG 


.3851 


22 


69 


64 


ACCGCAGAAOGGTCATGCACCG 
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FIG. 5J 



3EH Length TnT~ 55gcJ 





iii 


69 


67 


3862 


21 


69 


67 


3649 


24 


70 


68 


3650 


23 


70 




3 Add 




/w 


fin 


<Jwo 






56 


3653 


21 


69 


67 


3655 


23 


68 


61 


3653 


. 21 


69 


67 


3653 


21 


69 


67 


3646 


25 


69 


56 


3662 


21 


69 


67 


3651 


22 . 


69 


64 


3650 


23 


70 


61 


3655 


23 


68 


61 


3649 


24 


70 


58 


3850 


23 


70 


61 


3652 


21 


69 


* 67 


3851 


22 


69 


64 


3853 


2.1 


69 


67 



Probe 

Probe 

CCGCAGAAGGGTCATGCACCG 

CCGCAGAAGGGTCATGCACCG 

TAACCGCAGAAGGGTCATGCACCG 

AACCGCAGAAGGGTCATGCACCG 

TAACCGCAGAAGGGTCATGCACCG 

ATAACCG CAGAAGGGTC ATGCACCG 

CGCAGAAGGGTCATGCACCGG 

CAGAAGOGTCATGCACCGGCTGT 

CGCAQAAGGGTCATGCACCGG 

CGCAGAAG GGTCATGCACCGG 
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192 


75 


38 


55 


211.0 


192 


76 


38 


65 


211.0 


192 


76 


38 


65 


211.0 


1 92 


75 


38 


55 


212.0 


1 92 


75 


38 


55 


212.0 


1 92 


76 


38 


55 


212.0 


1 92 


75 


38 


55 


212.0 


1 92 


76 


38 


55 


212.0 


4 CO 


76 


38 


55 


212.0 




7*r 

#o 


OO 


55 


212.0 


1 92 




QO 

OO 


55 


212.0 


1S2 


75 


38 


OO 




192 


75 


38 


OO 




1S2 


75 


38 


55 




1$2 . 


76 


36 


55 


212.0 


1S2 


75 


38 


55 


212.0 


1S2 


75 


38 


65 


212.0 


1S2 


75 


38 


55 


212.0 


1S2 


75 


. 38 


55 


212.0 


1C2 


76 


38 


65 


212.0 


192 


76 


38 


65 


212,0 


192 


75 


38 


65 


212.0 


192 " 


75 


38 


55 


212.0 


192 


75 


38 


65 


212.0 


192 


76 


38 


65 


213.0 


192 


75 


38 


65 


213.0 


192 


76 


38 


65 


213,0 


192. 


75 


38 


55 


213.0 


192 


76 


38 


65 


213.0 


192 


76 


t38 


55 


213.0 


192 


75 


38 


65 


213.0 
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FIG. 50 









Revere© Prlmor 






Am&llcon 






" Start 


Length 

■ o3' 


Tm 


%GC 


Primer 




i rn 






Penalty 




£~ 1 


99 


43 


TCAATTGTQGTGTGCAACQtT 


192 


• 75 


38 


55 • 


' 2l3.& — 




Z4 




38 


TCAATTGTG GTGTG CAAC GTTAAT 


192 


75 


38 


56 


213.0 




24 


60 


38 


TCAATTGTG GTGTGCAACGTTAAT 


192 


75 


38 


55 


213.0 


MIMA 

3930 


24 


60. 


38 


TCAATTGTG GTGT G C AACGTTAAT 


192 


76 


38 


55 


213.0 


3930 


23 


60 


39 


TCAATTGTG G TGTG CAAC GTTAA 


192 


75 


38 


55 


213.0 


3930 


23 


♦60 


39 


TCAATTGTGGTGTGCAACGTTAA 


192 


76 


38 


55 


213.0 


3930 


24 


60 


38 


TCAATTGTGGTGTGCAACGTTAAT 


192 


75 


38 


55 


213.0 


3930 


21 


59 


43 


TCAATTGTGGTGTGCAACGTT 


192 


76 


38 


65 


213.0 


• 3930 


21 


59 


4a 


TCAATTGTGGTGTGCAACGTT 


192 


75 


38 


65 


. 213.0 


3930 


23 


60 


39 


TCAATTGTGGTGTGCAACGTTAA 


192 


75 


38 


55 


213.0 


3930 


21 


59 


43 


TCAATTGTGGTGTGCAACGTT 


192 


76 


36 


55 


213.0 


3930 


23 


60 


39 


TCAATTGTGGTGTGCAACGTTAA 


192. 


75 


38 


55 


213.0 


3930 


23 


60 


. 39 


TCAATTGTGGTGTGCAACGTTAA ' 


102 


75 


38 


. 55 


213.0 


3930 


23 


60 


39 


TCAATTGTGGTGTGCAACGTTAA 


192 


75 


38 


65- 


' 213.0 


3930 


- 24 


60 


38 


TCAATTGTGGTGTGCAACGTTAAT 


192 


75 


38 


55 


.214.0 


3930 


24 


60 


38 


TCAATTGTGGTGTGCAACGTTAAT 


132 


75 


38 


65 


214.0 ' 


3930 


24 


60 


38 


TCAATTGTGGTGTGCAACGTTAAT 


132 


75 


38 


55 


214.0 


3930 


24 


60 


38 


TCAATTGTGGTGTGCAACGTTAAT 


192 


75 


38 


66 


214.0 


3930 


24 


60 


38 


TCAATTGTGGTGTGCAACGTTAAT * 


132 


75 


38 


55 


214.0 


3930 


24 


60 


38 


TCAATTGTGGTGTGCAACGTTAAT * 


192 


75 


38 


65 


214.0 
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FIG. 6A 



Forward Primer 



Start 


Length 


Tm 


%GC 


Primer 


420 


23 


58 


48 


GTCTCAGCACGAGTTGATCAGAA 


421 


23 


58 


48 


.TCTCA.GCACGAGTTGATCAGAAC 


422 


• 23 


59 


48 


CTCAGCACGAGTTGATCAGAACA 


423 


23 


60 


43 


TCAGOACGAGTTGATCAGAACAA 


654 


22 


61 


50 


TCTAO CCGCTG ACCATTGGAAT 


554 


22 


61 


50 


TCTAaCCGCTGACCATTGGAAT 


76 


24 


61 


46 


GAGTGTGATGTCGGATTTGGTGTT 


419 


24 


59 


46 


AGTCTCAGCACGAGTTGATCAGAA 


.420 


24 


59 


60 


GTCTCAGCACGAGTTGATCAGAAC 


421 


24 


61 


46 


TCTCAwGCACGAGTTGATCAGAACA 


422 


24 


60 


46 


CTCAOCACGAGTTGATCAGAACAA 


422 


23 


59 


48 


CTCAGCACGAGTTGATCAGAACA 


423 


23 


60 


43 


TCAGCACGAGTTGATCAGAACAA 


423 


22 


58 


45 


TCAGCACGAGTTGATCAGAACA 


654 


21 


61 


52 


tctac^ccgctgaccattggAa 


654 


21 


61 


52 


TCTA^CCGCTGACCATTGGAA 


656 


22 


62 


50 


TACCCGCTGACCATTGGAATTC 


656 


22 


62 


50 


TACCCGCTGACCATTGGAATTC 


72 


24 


61 


46 


CMGAGTGTGATGTCGGATTTGGT 


73 


23 


59 


43 


AAGAGTGTGATGTCGGATTTGGT 


75 


24 


61 


46 


GAGTGTGATGTCGGATTTGGTGTT 


"136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


68 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


Art 

48 


CCTGATGCAGGGTATATGGACTT 


loo 




58 


48 


CCTGATGCAGGGTATATGGACTT 


i&O 




oo 


AQ 

4o 


CCTGATGwAGGGTATATGGACTT 






OO 


Aft 




136 




oo 


Aft 
*tO 








CO 

OO 


Aft 




136 


23 


68 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


68 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


68 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


68 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


68 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


68 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


68 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


68 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 
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FIG. 6B 



Forward Primer 



Start 




• in 


•ARC 


rnrner 


136 


23 


58 


48 


cgtgatgcagggtatAtggactt 


• 136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48. 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 . 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


. 136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


13d 


23 


CO 

58 


48 


CCTGATGCAGGGTATATGGACTT 


Ivv 




CO 

oo 


Ah 


fPTOAT^PAfirifiTATATftnAPTT 

ww 1 w\ 1 bl/AV90V9 1 A 1 A 1 GCaAwTT 


136 

Ivv 




oo 






136 


23 


58 


•to 


CCTGATGCAGGGTATATC5teAfSTr 


136 


23 


58 


48 


CCTGATGCAGGGTATATGGACTT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


69 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGQACTTCTGTGT 


141 


24 


69 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


69 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


69 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 
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FIG. 6C 



Forward Primer 



Start 

QUI 1ft 


1 a it pith 


Tm 

• in 




Prlfnoir 


141 


24 


59 


46 


TGCAGGQTATATGGA^TTCtGtGT 


141 


24 


69 


46 


TGCAGGGSTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGSTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TOCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGiTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


AG 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


AAA 

141 


24 


59 


46 


TG.CAGGGTATATGGACTTCTGTGT 




4cA 


tttk 


46 


TGCAGGGTATATGGACTTCTGTGT 






oy 




TT2 nAPP /-w—r AfA r5 A PTTPTPTPT 


141 


24 




Aft 
•to 




141 


2A 


59 


46 


TGCA(3GGTATATGCSAOTTCTGTCT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46' 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


141 


24 


59 


46 


TGCAGGGTATATGGACTTCTGTGT 


415 


24 


59 


50 


GATGAGTCTCAGCACGAGTTGATC 


418 


26 


61 


48 


GAGTCTCAGCACGAGTTGATCAGAA 


419 


25 


60 


48 


AGTCTCAQCACGAGTTGATCAGAAC 


419 


24 


59 


46 


AGTCTCAGCACGAGTTGATCAGAA 



WO 2005/051313 



40/63 



PCT/US2004/039333 



FIG. 6D 

Forward Primer 



Start 


Length 


""Tin ' 






420 


24 


59 

ww 


OU 


w\u UAUtjAU 1 I GAT CAGAAC 


421 


OA 


O 1 


4o 


TCTCAGCACGAGTTGATCAGAACA 


422 


OA 


DLr 


ACS. 

4o 


CTCAGCACGAGTTGATCAGAACAA 


A.00 




59 


48 


CTCAGCACGAGTTGATCAGAACA 


4/o 


23 


60 


43 


TCAGCACGAGTTGATCAGAACAA 


KIZA 
0O4 


AA 

20 


60 


55 


TCTACCCG CTG ACCATTGGA 


554 


20 


60 


55 


TCTACCCGCTGACCATTGGA 


555 


21 


60 


52 


CT^CCCGCTGACCATTGGAAT 


555 


21 


60 


52 


CTACCCGCTGACCATTGGAAT 


560 


21 


60 


48 


CGCTGACCATTGGAATTCACA 


560 


21 


60 


48 


CGCTGACCATTGGAATTCACA 


136 


24 


60 


50 


CCTGATGCAGGGTATATGGACTTC 


136 


24 


60 


50 


CCTGATGCAGGGTATATGGACTTC 


136 


24 


60 


50 


CCTGATGCAGGGTATATGGACTTC 


136 


24 


60 


50 


CCTGATGCAGGGTATATGGACTTC 


136 


24 


60 


50 


CCTGATGCAGGGTATATGGACTTC 


136 


24 


60 


50 


CCTGATGCAGGGTATATGGACTTC 


136 


24 


60 


50 


CCTGATGCAGGGTATATGGACTTC 


136 


24 


60 


50 


CCTGATGCAGGGTATATGGACTTC 


136 


24 


60 


50 


CCTGATGCAGGGTATATGGACTTC 


136 


24 


60 


50 


CCTGATGCAGGGTATATGGACTTC 


•loo 


24 


60 


50 


CCTGATGCAGGGTATATGGACTTC 


loo 


Oil 

24 


60* 


50 


CCTGATGCAGGGTATATGGACTTC 




"OA 


60 


50 ■ 


CCTGATGCAGGGTATATGGACTTC 


136 

iwv 




OU 


5U 


CCTGATGCAGGGTATATGGACTTC 


136 


24 


Ov 


OU 


I oAToUAGGGTATATGGACTTC 


136 


24 


60 


BO : 


rirvrns ATnsr* a rsrsrsT at atv**^ a rvrrw 
w w i w\ | oOMooo 1 A 1 A 1 ooAUTI C 


136 


24 


60 


60 




136 


24 


60 


50 


CCTGATGCAGGGTATATGGACTTC 


136 


24 


60 


50 


CCTGATGCAGGGTATATGGACTTC 


136 


24 


60 


50 


CCTGATGCAGGGTATATGGACTTC 


136 


24 


60 


60 


CCTGATGCAGGGTATATGGACTTC 


136 


24 


60 


50 


CCTGATGCAGGGTATATGGACTTC 


136 


24 


60 


60 


CCTGATGCAGGGTATATGGACTTC 


136 


24 


60 


60 


CCTGATGCAGGGTATATGGACTTC 


136 


24 


60 


50 


CCTGATGCAGGGTATATGGACTTC 


136 


24 


60 


50 


CCTGATGCAGGGTATATGGACTTC 


.140 


25 


.59 


44 


ATGCAGGGTATATGGACTTCTGTGT 


140 


25 


59 


44 


ATGCAGGGTATATGGACTTCTGTGT 


140 


25 


69 


44 


ATGCAGGGTATATGGACTTCTGTGT 


140 


25 


59 


44 


ATGCAGGGTATATGGACTTCTGTGT 


140 


25 


59 


44 


ATGCAGGGTATATGGACTTCTGTGT 


140 


25 


69 


44 


ATGCAGGGTATATGGACTTCTGTGT 


140 


25 


59 


44 


ATGCAGGGTATATGGACTTCTGTGT 


140 


25 


59 


44 


ATGCAGGGTATATGGACTTCTGTGT 
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FIG. 6E 



Forward Primer 



Start 


Length 


Tm 


%GC 


Prlnier 


140 


26 


59 


44 


atgcagggIAtAtggACttctgtgt 


140 


25 


69 


44 


ATGCAGGGTATATGGACTTCTGTGT 


140 


25 


59 


. 44 


ATGCAGGGTATATGGACTTCTGTGT 


140 


26 


59 


44 


ATGCAGGGTATATGGACTTCTGTGT 


140 


25 


59 


44 


ATGCAGGGTATATGGACTTCTGTGT 


140 


26 


59 


44 


ATGCAGGGTATATGGACTTCTGTGT 


140 


25 


59 


44 


ATGCAGGGTATATGGACTTCTGTGT 


140 


25 


59 


44 


ATGCAQGGTATATGGACTTCTGTGT 


140 


'25 


59 


44 




140 


25 


59 


44 


ATGCAGGGTATATGGACTTCTGTGT 


140 


25 


59 


44 


ATGCAGGGTATATGGACTTCTGTGT 


140 


25 


59 


44 


ATGCAGGGTATATGGACTTCTGTGT 


140 


25 


59 


44 


ATGCAGGGTATATGGACTTCTGTGT 


140 


25 


59 


44 


ATGCAGGGTATATGGACTTCTGTGT 


140 


25 


59 


44 


ATGCAGGGTATATGGACTTCTGTGT 


140 


25 


59 


44 


ATGCAGGGTATATGGACTTCTGTGT 


140 


25 


59 


44 


ATGCAGGGTATATGGACTTCTGTGT 


140 


25 


59 


44 


ATGCAGGGTATATGGACTTCTGTGT 


140 


25 


59 


44 


ATGCAGGGTATATGGACTTCTGTGT 


140 


25 


59 


44 


ATGCAGGGTATATGGACTTCTGTGT 
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FIG. 6F 



Probe 

Start Length Tm %GC Probe 



474 


25 


71 


60 


TGGTGTAGGATGGGACAGTGGGCCA 


474 


25 


71 


60 


TGGTGTAGGATGGGACAGTGGGCCA 


474 


26 


71 


60 


TGGTGTAGGATGGGACAGTGGGCCA 


474 


25 


71 


60 


TGGTGTAGGATGGGACAGTGGGCCA 


584 


25 


69 


52 


TCAAGCAAGGCATGATGGACCCTCA 


685 


25 


69 


52 


CAAGCAAGGCATGATGG^CCCTCAA 


105 


25 


69 


48 


TGTCGCATCAACAGGTGCAAATGGA 


474 


25 


71 


60 


TGGTGTAGGATGGGACAGTGGGCCA 


474 . 


25 


71 


60 


TGGTGTAGGATGGGACAGTGGGCCA 


.474 


25 


71 


60 


TGGTGTAGGATGGGACAGTGGGCCA 


474 


26 


71 


60 


TGGTGTAGGATGGGACAGTGGGCCA 


474 


25 


71 


60 


TGGTGTAGGATGGGACAGTGGGCCA 


474 


25 


71 


60 


TGGTGTAGGATGGGACAGTGGGCCA 


474 


25 


71 


60 


TGGTGTAGGATGGGACAGTGGGCCA 


585 


•25 


69 


52 


CAAGCAAGGCATGATGGVACCCTCAA 


584 


25 


69 


52 


TCAAGCAAGGCATGATGGACCCTCA 


585 


25 


69 


62 


CAAGCAAGGCATGATGGACCCTCAA 


584 


25 


69 


52 


TCAAGCAAGGCATGATGGACCCTCA 


105 


25 


69 


48 


TGTCGCATCAACAGGTGCAAATGGA 


105 


25 


69 


48 


TGTCGCATCAACAGGTGCAAATGGA 


105 


25 


69 


48 


TGTCGCATCAACAGGTGCAAATGGA 


215 


. 23 


72 


61 


ATGCCGCAAAGGCCAAGGCTGCT 


215 


' 21 


69 


62 


ATGCCGCAAAGGCCAAGGCTG 


218 


22 


69 


. 64 


CCGCAAAGGCCAAGGCTGCTCT 


218 


•24 


71 


63 


CCGCAAAGGCCAAGGCTGCTCTCT 


213 


21 


69 


62 


CAATGCCGCAAAGGCCAAGGC 


212 


22 


71 


59 


TCAATGCCGCAAAGGCCAAGGC 


213 


23 


7 2 


61 


CAATGCCGCAAAGGCCAAQGCTG 


224 


22 • 


70 


68 


AGGCCAAGGCTGCTCTC iCGCG 


223 


24 


71 


. 63 


AAGGCCAAGGCTGCTCTjCTCGCGT 


227 


24 


fin 
DO 


63 








oy 


£M 

ol 




££* 1 






DO 








7ft 


DO 




22Z 


25 


71 


60 


AAAGGCCAAGGCTGCTCTCTCGCOT 


211 


23 


71 


61 


CTCAATGCCGCAAAGGCCAAGGC 


206 . 


23 


69 


67 


TOTTCCTCAATGCCGCAAwAGGCC 


207 


23 


70 


67 


CTTCCTCAATGCCGCAAA^GGCCA 


206 


24 


71 


54 


TCTTCCTCAATGCCGCAA^AGGCCA 


205 


. 25 


72 


52 


TTCTTCCTCAATGCCGCAAAGGCCA 


203 


25 


69 


52 


TCTTCTTCCTCAATGCCGCAAAGGC 


204 


25 


70 


56 


CTTCTTCCTCAATGCCGCAAAGGCC 


205 


24 


70 


54 


TTCTTCCTCAATGCCGCAAAGGCC 


209 


23 


70 


67 


TCCTCAATGCCGCAAAGGOCAAG 


210 


23 


71 


61 


CCTCAATGCCGCAAAGGCCAAGG 
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FIG. 6G 

» Probe 



start 


Length 


Tm 


%GC 


Probe 


209 


21 


69 


57 


tcctcaatgcCgCaAAggccA 


208 


23 


70 


52 


TTCCTCAATGCCGCAAAGGCCAA 


207 


26 


71 


66 


CTTCCTCAATGCCGCAAAQGCCAAG 


213 


22 


70 


59 


CAATGCCGCAAAGGCCAAGGCT 


218 


21 


69 


67 


CCGCAAAGGCCAAGGCTGCTC 


212 


23 


71 


57 


TCAATGCCGCAAAGGCCAAGGCT 


* 206 


25 


72 


52 


TCTTCCTCAATGCCGCAAAGGCCAA 


215 


22 


72 


64 


ATGCCGCAAAGGCCAAGGCTGC 


214 


22 


70 


59 


AATGCCGCAAAGGCCAAGGCTG 


216 


20 


69 


65 


TGCCGCAAAGGCCAAGGCTG 


211 


24 


71 


58 


CTCAATGCCGCAAAGGCCAAGGCT 


208 


24 


70 


54 


TTCCTCAATGCCGCAAAGGCCAAG 


208 


22 


69 


55 


TTCCTCAATGCCGCAAAGGCCA 


207 


24 


70 


54 


CTTCCTCAATGCCGCAAAGGCCAA 


209 


22 


69 


55 


TCCTCAATGCCGCAAAGGCCAA 


210 


22 


68 


59 


CCTCAATGCCGCAAAGGCCAAG 


211 


22 


68 


59 


CTCAATGCCGCAAAGGCCAAGG 


224 


23 


70 


65 


AGGCCAAGGCTGCTCTCTCGCGT 


216 


21 


72 


67 


TGCCGCAAAGGCCAAGGCTGC 


227 


25 


70 


64 


CCAAGGCTGCTCTCTCGCGTAAGCC 


228 


25 


70 


60 


CAAGGCTGCTGTCTCGCGTAAGCCA 


229 


24 


68 


58 


AAGGCTGCTCTCTCGCGTAAGCCA 


224 


25 


70 


60 


AGGCCAAGGCTGCTCTCTCGCGTAA 


229 


25 


68 


60 


AAGGCTGCTCTCTCGCGTAAGCCAG 


223 


25 


70 


60 


AAGGCCAAGGCTGCTCTCTCGCGTA 


218 


23 


71 


65 


CCGCAAAGGCCAAGGCTGCTCTC 


219 


24- 


70 


63 


CGCAAAGGCCAAGGCTGCTCTCTC 


219 


.22 


68 


. 64 


CGCAAAGGCCAAGGCTGCTCTC 


223 


23 


70 


65 


AAGGCCAAGGCTGCTCTCTCGCG 


nnfl 

ZZo 


24 


68 


63 


CAAGGCTGCTCTCTCGCGTAAGCC 


W> 
fZ£ 


Z4 


71 


63 


AAAGGCCAAGGCTGCTCTCTCGCG 


910 

CIO - 






64 


CGCAAAGGCCAAGGCTGCTCTC 


216 


9fl 


AO 


DO 


TGCCGCAAAGGCCAAGGCTG 


218 


91 


oy 


O/ 


uuoOAAAOGCCAAGGCTGCTC 


215 




79 




A 1 is UUoWsAA^ouGAAGGCTGC 


218 


23 


71 






214 


22 


70 


69 


AATGCCGCAAAGGCCAAGGCTG 


213 


22 


70 . 


59 


CAATGCCGCAAAGGCCAAGGCT 


223 


25 


70 


60 


AAGGCCAAGGCTGCTCTCTCGCGTA 


224 


23 


70 


65 


AGGCCAAGGCTGCTCTCTCGCGT 


224 


25 


70 


60 


AGGCCAAGGCTGCTCTCTCGCGTAA 


21$ 


24 


70 


63 


CGCAAAGGCCAAGGCTGCTCTCTC 


222 


24 


71 


63 


AAAGGCCAAGGCTGCTCTCTCGCG 


223 


23 


70 


65 


AAGGCCMGGCTGCTCTCTCGCG 


206 


25 


72 


52 


TCTTCCTCAATGCCGCAAAGGCCAA 
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FIG. 6H 

Probe 



"§ErT length Tm %GC Probe 



210 


22 


68 


59 


CCTCAATGCCGCAAAGGGCAAG 


205 


25 


72 


52 


TTCTTCCTCAATGCCGCAAAGGCCA 


204 


25 


70 


56 


CTTCTTCCTCAATGCCGCAAAGGCC 


206 


23 


69 


57 


TCTTCCTGAATGCCGCAAAGGCC 


206 


24 


71 


54 


TCTTCCTCAATGCCGCAAAGGOCA 


205 


24 


.70 


54 


TTCTTCCTCAATGCCGCAAAGGCG 


211 


24 


71 


58 


CTCAATGCCGCAAAGGCCAAGGCT 


209 


22 


69 


65 


TCCTCAATGCCGCAAAGGCCAA 


207 


24 


70 


64 


CTTCCTCAATGCCGCAAAGGCCAA 


203 


25 


69 


52 


TCTTCTTCCTCAATGCCGCAAAGGC 


208 


24 


70 


54 


TTCCTCAATGCCGCAAAGGCCAAG 


211 


22 


. 68 


59 


CTCAATGCCGCAAAGGCCAAGG 


208 


22 


69 


55 


TTCCTCAATGCCGCAAAGGCCA 


213 


21 


69 


62 


CAATGCCGCAAAGGCCAAGGC 


213 


23 


72 


61 


CAATGCCGCAAAGGCCAAGGCTG 


211 


23 


71 


61 


CTCAATGCCGCAAAGGCCAAGGC 


212 


22 


71 


59 


TCAATGCCGCAAAGGCCAAGGC 


212 


23 


71 


57 


TCAATGCCGCAAAGGCCAAGGCT 


216 


21 


72 


67 


tgccgcaaaggccaaggCtgc 


215 . 


23 


72 


61 


ATGCCGCAAAGGCCAAGGCTGCT 


215 


21 


69 


62 


ATGCCGCAAAGGCCAAGGCTG 


208 


23 


70 


52 


TTCCTCAATGCCGCAAAGGCCAA 


207 


25 


71 


56 


CTTCCTCAATGCCGCAAAGGCCAAG 


210 


23 


71 


61 


CCTCAATGCCGCAAAGGCCAAGG 


209 


21 


69 


57 


TCCTCAATGCCGCAAAGGCCA 


207 


23 


70 


57 


CTTCCTCAATGCCGCAAAGGCCA 


. 209 


.23 


70 


57 


TCCTCAATGCCGCAAAGGCCAAG 


228 


24 


68' 


63 


CAAGGCTGCTCTCTCGCGTAAGCC 


227 


25 


70 




CCAAGGCTGCTCTCTCGCGTAAGCC 


227 




do 


DO 




224 


24 


70 


63 


AGGvCAAGGCTGGTC?TUTvGCl5 1 A 


9950 


OA 


AA 
oo 




AAr$RrtTftOTfnTiTn<3f^ttTAAteOC5A 

nAUOv IV3UIUI Wl WVVV? 1 A\/^W\^V//A 


<• IO 


22 


6Q 


64 








flft 
DO 


DU 




228 


25 


70 


60 


CMGGCTGCTCTCTCGCGTAAGCCA 


218 


24 


71 


63 


CCGCAAAGGCCAAGGCTGCTCTCT 


221 


24 


70 


63 


CAAAGGCCAAGGCTGCTCTCTCGC 


219 


23 


69 


61 


CGCAMGGCCAAGGCTGCTCTCT 


224 


22 


70 


68 


AGGCCMGGCTGCTCTCTCGCG 


223 


24 


71 


63 


AAGGCCAAGGCTGCTCTCTCGCGT 


222 


25 


71 


60 


AAAGGCCAAGGCTGCTCTCTCGCGT 


474 


25 


71 


60 


TGGTGTAGGATGGGACAGTGGGCCA 


474 


25 


71 


60 


TGGTGTAGGATGGGACAGTGGGCCA 


474 


25 


71 


60 


TGGTGTAGGATGGGACAGTGGGCCA 


474 


25 


71 


60 


TGGTGTAGGATGGGACAGTGGGCCA 
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FIG. 61 



Probe 



Start 


Length 


Tm 


%GC 




3tT"~ 


OK 
<cO 


' " 71 


Ov/ 


I oo I o 1 AbbA 1 oooACAGTGGGCCA 


ATA 


OK 
£9 


"?A 
i\ 


an 
w 


TGGTGTAGGATGGGACAGTGGGCCA 


A1A 
4f4 


25 


71 


60 


TGGTGTAGGATGGGACAGTGGGCCA 


474 


25 


71 


60 


TGGTGTAGGATGGGACAGTGGGCCA 


474 


25 


71 


60 


TGGTGTAGGATGGGACAGTGGGCCA 


584 


25 


69 


- 62 


TCAAGCAAGGCATGATGGACCCTCA 


585 


25 


69 • 


52 


CAAGCAAGGCATGATGGACCCTCAA 


584 


25 


69 


52 


TCAAGCAAGGCATGATGGACCCTCA 


585 


25 


69 


52 


CAAGCAAGGCATGATGGACCCTCAA 


584 


25 


69 


52 


TCAAGCAAGGCATGATGGACCCTCA 


585 


25 


69 


52 


CAAGCAAGGCATGATGGACCCTCAA " 


222 


25 


71 


60 


AAAGGCCAAGGCTGCTCTCTCGCGT 


218 


24 


71 


63 


CCGCAAAGGCCAAGGCTGCTCTCT 


218 


23 


71 


65 


CCGCAAAGGCCAAGGCTGCTCTC 


224 


25 


70 


60 


AGGCCAAGGCTGGTCTCTCGCGTAA 


224 




70 


68 


AGGCCAAGGCTGCTCTCTCGCG 


224 


23 


70 


65 


AGGCCAAGGCTGCTCTCTCGCGT 


224 


24 


70 


63 


AGGCCAAGGCTGCTCTCTCGCGTA 


216 


20 


69 


65 


TGCCGCAAAGGCCAAGGCTG 


215 


23 


72 


61 


ATGCCGCAAAGGCCAAGGCTGCT 


218 


21 


69 


67 


CCGCAAAGGCCAAGGCTGCTC 


216 


21 . 


72 


67 


TGPCGCAAAGGCCAAGGCTGC 


219 


22 


68 


64 


CGCAAAGGCCAAGGCTGCTCTC 




23 


69 


. 61 


CGCAAAGGCCAAGGCTGCTCTCT 




*zX> 


CO 

oo 


60 


AAGGCTGCTCTCTCGCGTAAGCCAG 








en 

ou 


CAAGGCTGCTCTCTCGCGTAAGCCA 


727 


24 




oo 


UbAAubU 1 uu 1 UIOI ubub 1 AAv3o- 


229 


24 


68 


58 




228 


24 


68 


63 


CAAGGCTGCTCTCTCGCGTAAanfi 


223 


25 


70 


60 


AAGGCCAAGGCTGCTCTCTCGCGTA 


227 


25 


70 


64 


CCAAGGCTGCTCTCTCGCGTAAGCC 


223 


24 


71 


63 


AAGGCCAAGGCTGCTCTCTCGCGT 


223 


23 


70 


65 


AAGGCCAAGGCTGCTCTCTCGCG 


218 


22 


69 


64 


CCGCAAAGGCCAAG6CTGCTCT 


221 


24 


70 


63 


CAAAGGCCAAGGCTGCTCTCTCGC 


219 


24 


70 


63 


CGCAAAGGCCAAGGCTGCTCTCTC 


222 


24 


71 


63 


AAAGGCCAAGGCTGCTCTCTCGCG 


207 


25 


71 


56 


CTTCCTCAATG'CCGCAAAGGCCAAG 


208 


24 


70 


54 


TTCCTCAATGCCGCAAAGGCCAAG 


208 


23 


70 


52 


TTCCTCAATGCCGCAAAGGCCAA 


211 


22 


68 


59 


CTCAATGCCGCAAAGGCCAAGG 


206 


25 


72 


52 


TCTTCCTCAATGGCGCAAAGGCCAA 


207 


23 


70 


57 


CTTCCTCMTGCCGCAAAGGCCA 


207 


24 


70 


54 


CTTCCTCAATGCCGCAMGGCCAA 


203 


25 


.69 


52 


TCTTCTTCCTCAATGCCGCAAAGGC 
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FIG. 6J 



1 Probe 



Start 


' Length 


Tm 


%GC 


Probe 


206 


24 


71 


54 


TCTTCCTCMTGCCiGCAAAGGCCA 


205 


24 


70 


54 


TTCTTCCTCAATGCCGCAAAGGCC 


204 


25 


70 


56 


CTTCTTCCTCAATGCCGCAAAGGCC 


208 


22 


69 


55 


TTCCTCAATGCCGCAAAGdCCA 


206 


23 


69 


57 


TCTTCCTCAATGCCG CAAAG GCC 


205 


25 


72 


52 


TTCTTCCTCAATGCCGCAAAGGCCA 


.214 


22 


70 


59 


AATGCCGCAAAGGCCAAGGCTG 


209 


23 


70 


57 


TCCTCAATGCCGCAAAG GCCAAfi 


210 


23 


71 


61 




211 


23 


71 


61 


CTCAATGCCGCAAAGGCCAAGQC 


209 


22 


69 


55 


TCCTCAATGCCGCAAAGGCCAA 


209 


21 


69 


57 


TCCTCAATGCCGCAAAGGCCA 


213 


21 


69 


62 


CAATGCCGCAAAGGCCAAGGC 


213 


23 


72 


61 


CAATGCCGCAAAGGCCAAGGCTG 


211 


24 


71 


58 


CTCAATGCCGOAAAGGCCAAGGCT 


215 


21 


69 


62 


ATGCCGCAAAGGCCAAGGCTG 


210 


22 


?5 


59 


CCTCAATGCCGCAAAGGCCAAG 


212 


23 


71 


57 


TCAATGCCGCAAAGGOGAAGGCT 


213 


22 


70 


59 


CAATGCCGCAAAGGCCAAGGCT 


212 


22 


71 


59 


TCAATGCCGCAAAGGCCAAGGC 
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FIG. 6K 









Reverse Primer 






AfTiDllcon 








Length 


Tm 




Primer 


Lena fh 


Tm 

i m 




Ta 


Penalty 




22- 


59 


45 


AAf GGTCAGtdGGTAOAAl T t<B 


151 


77 


42 


S6 


6,6 


671 


99 


RQ 


45 


CAATGGTCAGCGGGTAGAATTT 


151 


77 


42 


S6 


6.0 


vie. 


09 


Dl 


50 


CCAATGGTCAGCGGGTAGAATT 


151 


77 


42 


87 


6.0 


PHI 


Zz 


61 


50 


TCCAATGGTCAGCGGGTAGAAT 


161 


77 


42 


87 


6.0 


Tf\X 
#U4 


23 


61 


48 


TCCTTCAGGCTCTTAGCAATTGC 


151 


80 


49 


89 


6.0 


704 


23 


61 


48 


TCCTTCAGGCTCTTAGCAATTGC 


151 


80 


49 


89 


6.0 


226 


22 


62 


60 


CTTTGCGGCATTGAGGAAGAAG 


161 


77 


42 


87 


7.0 


569 


22 


69 


45 


ATGGTCAGCGGGTAGAATTTGA 


151 


77 


42 


86 


7.0 


670 


22 


59 


45 


AATGGTCAGCGGGTAGAATTTG 


161 


77 


42 


56. 


' 7.0 


671 


22 


59 


45 


CAATGGTCAGCGGGTAGAATTT* 


151 


77 


4* 


86 


7.0 


672 


22 


61 


50 


CCAATGGTCAGCGGRTAC5AATT 


151 


77 


42 


87 


7.0 


672 


21 


60 


52 


CCAATf}fiTCAftfiftf3<TrArtAAT 


151 


77 


42 


S7. 


7.0 


673 


21 


61 


52 




151 


77 


42 


57 


7.0 


673. 


20 


60 


55 


TfifiAATr4rtTOAf^nf5f5ftTAf5A 


151 


77 


42 


5^6 


7.0 


704 


23 


61 


48 


Tr*r*TTr* Antf5r v TP , TT a rtr^ a attyso 


151 


80 


49 


59 


7.0 


704 


23 


61 


48 


TririTTf" Af5rt fTfTTA r^O A ATTfar* 
I wi/ 1 i OttuoL/ 1 u I IA\v5vrv\l low 


151 


80 


49 


99 


7.0 


706 


24 


60 


46 


CATCCTTCAGRPTOTTAftOAATTrs 


151 


80 


49 


&9 


70 


706 


24 


60 


46 


I wu 1 • vAUOu lull ^\V3U/V*. 1 


151 


80 


49 


&9 


7.0 


222 


21 


61 


48 


TGCGGCATTGAGGAAGAAGAT 


151 


77 


42 


^7 


8.0 


223 


. 20 


60 . 


50 


TTG CGGCATTGAGGAAGAAG 


151 


77 


42 


56 


8.0 


225 


21 


61 


48 


CTTTGCGGCATTGAGGAAGAA 


161 


77 


42 


57 


8.0 


266 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 


5* 


8.0 


266 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


161 


79 


48 


5*8 


8.0 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


. 79 


48 


5« 


8.0 


266 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


161 


79 


48 




8.0 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 


5« 


8.0 


286 


. 24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 


6C 


8.0 




24 


58 


46 


GCCACTCTCCAAATTTAGGfBTTAG 


151 


79 


48 


6€? 


8.0 


*vO 


*A 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


161 


79 


48 


6© 


8.0 


286 


DA . 


Oo 


4b 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 


56 


8.0 


286 


'OA 


OO 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 


68 


8.0 


286 


24 




46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 


68 


, 8.0 


286 


24 


68 


46 


GCCACTCTCCAAATTTAGGGTTAG . 


lOl 


Aft 

79 


48 


5e 


8.0 


266 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


TOT 


79 


48 


68 


8.0 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


1 


TO 
rc 


48 


68 


8,0 


288 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


70 


Aft 


58 


8.0 


286 


24 


68 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 • 


79 


48 


Rt=> 


A n 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


161 


79 


46 


68 


8.0 


286 


24 


68 


46 


GCCACTCTCCAMTTTAGGGTrAG 


161 


70 


48 


63 


8.0 


266 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 


63 


8.0 


266 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 


63 


8.0 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


161 


79 


48 


53 


8,0 


286 i 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 




8.0 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


•79 


48 


5& 


8.0 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG j 


161 


79 


48 


6a- 


8.0 
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FIG. 6L 

Reverse Primer Amplloon 



Start 


Length 


Tm 


%GC 


Primer 


Length 


tm 


•y.Gc - 


Ta 


Penalty 


286 


24 


68 


46 


gccactctccAAAi i iAgggttAg 


151 


79 


48 


S8 


fl.O 


286 


24 


5B 


46 


G CCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 


58 


8.0 


266 


24 


58 


.46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 


58 


8.0 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 


58 




286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


161 


79 




Do 


OiXJ 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


7Q 

#57 


An 
•to 


58 


o.O 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


161 

lw 1 


fit 


Afk 


58 


8.0 


266 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


TO l 


7Q 

7» 


48 


68 


8.0 


286 


24 


58 


46 


G CCACTCTCCAAATTTAGGGTTAf* 


JOT 


79 


48 


58 


"8.0 


286 


24 


58 


46 


C* CdACTClTC O AAATTTA f5f^nSTr Afa 


TOT 


79 


48 


68 


8.0 


. 286 


24 


53 


Aft 


O ClCi APTOTfT* A A ATTTA CSfZCXTTA 


161 


79 


48, 


58 


8.0 


286 


. 24 


5ft 


AC: 

•to 




151 


79 


46 


58 


8.0 


286 


24 


58 


Aft 




151 


79 


48 


56 


8.0 


286 


OA 




Aft 


oUUMU 1 0 1 bb/vv\ 1 1 lAubbl IAQ3 


151 


79 


48 


58 


8.0 


286 


24 




Aft 


nrPArTPTPPA AATTTArsnsraTTA ft 

uOWv I v> 1 L>U/Vv^< 1 1 AooU 1 1 AU 


151 


79 


48 


58 


8.0 


286 


24 " 




Afi 


HOP fi PTfTPP A A ATTTA nom 1 Ml /*> 

ot/UAU 1 L» 1 UbAAA 1 1 1 Abbb 1 I AO? 


151 


79 


48 


58 


8.0 


•286 


' 24 


58 


46 


^noArnr^Tr^r^A a ATTTArsrsfaTTA 


. 151 


79 


48 


58 


8,0 


286 


24 


58 


46 


uuunu 1 V/l Ov»/ArAr\ III /WSOD 1 1 <r\VJ 


TO! 


79 


48 


58 


8.0. 


286 


24 


58 


46 


GCCACTCTCC AAATTTAC3 RRTTAO 


lul 


73 


48 


58 


8.0 


286 


24 


58 


.46 


GC OArrTOTn O A A ATTT A f^RTTA a 


lOl 


7ft 

7 y 


48 


68 ■ 


• 8.0 


286 


24 


58 


*46 


GCCACTrCTCCAAATTTAGGGTTAG 


161 






58 


8.0* 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


An 


CO 
DO 


a n 


266 


•24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


AR 


CO 

OO 


o.u 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 


OO 


a n 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


46 


58 


6.0 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 


58 


8.0 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 


56 


8,0 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 


58 


6\0 


266 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


7$ 


48 


58 


8.0 


286 


24 


58 


46" 


GCCACTCTCCAAATTTAGGGTTAG 


T51 


79 


48 


68 


8.0 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 


58 


8.0 


2G1 


23 


59 


48 


CACCTGCCACTCTCCAAATTTAG 


161 


79 


48 


58 


8*0 


291 


23 


59 


48 


CACCTGCCACTCTCCAAATTTAG 


151 . 


79 


48 


58 


8.0 


291 


23 


59 


48 


CACCTGCCACTCTCCAAATTTAG 


161 


: 79 


48 


68 


8.0 


291 


23 


59 


48 


CACCTGCCAOTCTCCAAATTTAG 


151 


79 


48 


68 


8.0 




23 


59 


48 


CACCTGCCACTCTCCAAATTTAG 


151 


79 


48 


68 


8.0 


291 


23 


69 


48 


CACCTGCCACTCTCCAAATTTAG 


161 


79 


48 


58 


8.D 


291 


23 


59 


48 


CACCTGCCACTCTCCAAATTTAG 


151 


79 


48 


68 


8.0 


291 


23 


59 


48 


CACCTGCCACTCTCCAAATTTAG 


151 


79 


48 


68 


8.0 


291 


23 


59 


48 


CACCTGCCACTCTCCAAATTTAG 


151 ' 


79 


48 


68 


8.0 


291 


23 


. 59 


48 


CACCTGCCACTCTCCAAATTTAG 


151 


79 . 


48 


58 


8.0 


291 


23 


59 


48 


CACCTGCCACTCTCCAAATTTAG 


151 


79 


48 


' 58 


8.0* 


291 


23 


59 


48 


CACCTGCCACTCTCCAAATTTAG 


151 


79 


48 


58 


8,0 


291 


23 


59 


48 


CACCTGCCACTCTCCAAATTTAG 


151 


79 


48 


58 


8.0 


291 


23 


59 


48 


CACCTGCCACTCTCCAAATTTAG 


151 


.79 


48 


58 


8.0 
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FIG. 6M 



Start 

291 
291 
291 
291 
291 
291 
291 
291 
291 
291 
291 
291 
291 
291 
291 
291 
291 
291 
. 291 
201 
291 
201 
291 
291 
291 
291 
291 
291 
291 
291 
201 
291 
291 
291 
291 
291 
291 
291 
291 
291 
665 
568 
569 



Length 



Tm 



Reverse Primer 
"Hoc 



23 
23 
23 
23 
23 
23 
23 
23 
23 
23 
23 
23 
23 
23 
23 
23 
23 
23- 
23 
23 
23 
23 
23 
23 
23 
23 
23 
23 
23 
23 
23 
23 
23 
23 
23 
23 
23 
23 
23 
23 
23 
23 
22 
22 
23 



59 
69 
59 
59 
59 
59 
59 
59 
59 
59 
59 
59 
59 
59 
59 
59 
59 
59 
59 
59 
59 
59 
59 
59 
59 
59 
59 
59 
59 
59 
59 
59 
59 
69 
69 
69 



59 
69 
69 
58 
60 
59 
61 



46 
48 
48 * 
46 
48 
48 
48 
' 48 
48 
48 
48 
48 
48 
48 
48 
48 
46 
48 
48 
48 
48 
48 
48 
48 ' 
48 
48 
46 
48 
46 
48 
46 
48 
48 
48 
48 
48 
48 
48 
48 
48 
48 
39 
46 
45 
43 



Primer : *" 
cAcfcTGCcAu i v i ccAAAl i TAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG ' 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
CACCTGCCACTCTCCAAATTTAG 
TCAGCGGGTAGAATTTGAAAGTT 
TGGTCAGCGGGTAGAATTTGAA 
ATGGTCAGCGGGTAGAATTTGA 
ATGGTCAGCGGGTAGAATTTGAA 



Amplfoon 



Length 


Tm 


VoGC 


Ta 




" 161 


79 


48 


66 ■ 


8.0" 


151 


79 




58 


8.0 


151 


79 


48 


68 


8.0 


151 


79 


48 


56 


6.0 


151 


79 


48 


66 


6,0 


151 


79 


48 


56 


8.0 


151 


79 


48 


5fi 

Oil 


ft n 


151 


79 


48 


oo. 




151 


79 


48 


oo 


o.u 


151 


79 




CO 

oo 


8.0 


151 


7© 




58 


8.0 


151 


79 


Afl 
*to 


58 


8.0 


161 


79 


At* 


58 


8.0 


151 


7Q 


AO. 


68 


8.0 


151 


79 


At\ 


58 


8.0 


151 


79 


Afl 


58 


8.0 


151 


79 


ASK 

•to 


58 


-8.0 


151 


79 


48 


OO 




151 


79 


48 


oo 


_<>,U 


151 


79 


48 


»?ft 
oo 




151. 


79 


48 


58 ' 


43,0 


151 


79 


48 


58 


CO 


151. 


79 


48 


58 


CO 


151 


• 79 


48 


58 


CO 


151 


79 


48 


58 


CO 


151 


79 


48* 


58 


6.0 


151 


79 


48 


58 


e.o 


151 


79 


48 


58 


8.0 


151 


79 


48 


58 


8.0 


161 


79 


46 


58 


8.0 


161 


79 


48 


58 


8.0 


151 


79 


48 


58 


8.0 


161 


79 


48 


56 


6.0 


151 


79 


48 


68 


8,0 


151 


79 


46 


58 


8.0 


151 


79 . 


48 


58 


a.o 


151 • 


79 


48 


'58 


8.0 


151 


79 


48 


68 


.8.0 


151 


79 


48 


• 58 


3,0 


151 


79 


48 


58 


s,o 


151 


79 


48 


58 


8-.0 


. 151 


77 


42 


66 


fr.O 


151 


• 77 


42 


67 


a,o 


151 


77 


42 


57 


8.0 


151 


77 


42 


56 


6.0 
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FIG.6N 



Reverse Primer Amplleon 



Start 


Length 


Tm 


%QC 


Primer 


Length 


Tm 


"%GC 


Ta ' 




570 


23 


61 


43 


AAtGGtCAiSeGG^TAGMTTtGA 


ibi 


11 


42 


59 : 


8.0 " 


571 


23 


61 


48 


CAATGGTCAGpGGGTAGAATTTG 


151 


77 


42 


57 


8.0 


572 


21 


60 


52 


CCAATGGTCAGCGGGTAGAAT 


151 


77 


42 


57 


8.0 


572 


ao 


60 


55 


CCAATGGTCAGCGGGTAGAA 


161 


77 


42' 


57 


8.0 


573 


20 


60 


65 


TCCAATGGTCAGCGGGTAGA 


161 


77 


42 


57 


8.0 


704 


23 


61 


48 


TCCTTCAGGCTCTTAGCAATTGC 


151 


80 


49 


59 


Art 


704 


23 


61 


48 


TCCTTCAGGCTCTTAGCAATTGC 


151 


60 


49 


of 


O.tr 


705 


24 


61 


46 


ATCCTTCAGGCTCTTAGCAATTGC 


151 


60 


AS* 

**y 


t>y 


Q r\ 
O.I/- 


705 


24 


61 


48 


ATCCTTCAGGGTCTTAGCAATTGC 


151 


AO 




5» 


8.0 


710 


24 


58 


48 


TCTACATCCTTCAGGCTCTTAGCA 


151 




*" Jin • 


58 


6.0 


710 


24 


58 


43 


TCTACATCCTTCAGGCTCTTAGCA 


151 


TO 


45 


.58 


8.0 


266 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG ■ 


151 




48 


58 
58 


9.0. 


286 


24 


58 


46 


GCCACTCTCGAAATTTAnGGTTAf3 


io ( 


f y 


48 


9.0 


286 


24 


58 


46 


OnCACTOTfcftAAA'l 1 lAQfi C3TTA Ci 


TOT 


78 


48 


58 


9.0 


286 


24 


58 


46 


GCCACTCTCCAAATTTARGGTTAf^ 


19 1 


/ y 


a a 

48 


58 


9.0 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGfTTAG 


151 


# y 


A a 

4o 


58 


9.0 


266 


24 


58 


'46 


♦ GCCACTCTCCAAATTTAGGGTTAG 


1fS1 


7Q 


>*o 
4o 


58 


9.0 . 


266 


24 


58 


. 46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


f <7 


AR 

*fo 


58 


9.0* 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


I -J51 


• 79 


40 

**o 


DO 


9.0 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


lift 


GO 




286 


24 


58' 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 


58 


0.1/ 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 


58 


9.0 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 


58 


9.0 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 


58 


9.0- 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 


58 ' 


9.0 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


161: 


7G 


48 


58 


9.0 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 


58 ■ 


9.0 


266 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151. 


79 


48 


58 


9,0 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 


68 


9.0 


266 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG . 


151 ■ 


79 


48 


68 


9.0 


286 
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68 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 
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9.0 


286 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


161 


79 


46 


58 


9.0 


286 


24 


68 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 


79 


48 


58 


9.0 


266 


24 


68 


48 


GCCACTCTCCAAATTTAGGGTTAG 


161 


79 


48 


58 


0.0. 


266 


24 


58 


46 


GCCACTCTCCAAATTTAGGGTTAG 


151 ' 


79 


48 


68 


9.0 


266 


24 


Bfl 
oo 


4ft 


O OoML* I O 1 wO/W\ 1 I 1 WOg 1 I f\v3 


• Tot 


79< 


48 


56 
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266 


24 


58 


46 
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79 
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58 


9.0 


290 
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FIG. 60 



Reverse Primer Amptlcon 
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Length 


Tm 




p3nti©r 
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l m 


/tUU 


i a 


ro J iniiy 


290 
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60 
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290 
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290 
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290 
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290 
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161 
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68 
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151 


79 


48 


58 
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290 
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60 


48 
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151 


79 


48 


58 


9.0 


290 
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60 


48 


ACCTGCCACTCTCCAAATTTAGG 


151 


79 


48 


68 
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290 
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60 . 


48 


ACCTGCCACTCTCCAAATTTAGG 


151 


79 


48 


58 
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290 
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60 


48 


ACCTGCCACTCTCCAAATTTAGG 


151 


79 


48 


58 
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290 
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60 


48 


ACCTGCCACTCTCCAAATTTAGG 


151 


79 


48 


58 
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60 


48 


ACCTGCCACTCTCCAAATTTAGG 


151 


79 


48 


58 
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290 
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60 


48 


ACCTGCCACTCTCCAAATTTAGG 


151 


79* 


48 
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290 
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60 


48 


ACCTGCCACTCTCCAAATTTAGG 
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79 
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290 
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FIG. 7A 



Forward Primer 



5 tart 


Length 


Tm 


VoGC 


Primer 






Del 


3t — 

•to 


AAA /aT/^PPni^TT/^ A **»/*■» A A'l 'I I' 

AAAGTCoovaCTTGACGAAT \ I 


6062 


21 


59 


43 


AAA ATrtrtAArtTTA A A A TTT 

AAAGTCGGGCTTGACGAATTT 


6062 


21 


59 


43 


AAAGTCGGGCTTGACGAATTT 


6061 


22 


59 


41 


TAAAGTCGGGCTTGACGAATTT 


6061 


22 


59 


41 


TAAAGTCGGGCTTGACGAATTT 


6061 


22 


.59 


41 


TAAAGTCGGGCTTGACGAATTT 


. 6062 


21 


59 


43 


AAAGTCGGGCTTGACGAATTT 


6062 


21 


59 


43 


AAAGTCGGGCTTGACGAATTT 


6060 


22 


59 


41 


TTAAAGTCGGGCTTGACGAATT 


6060 


22 


59 


41 


TTAAAGTCGGGCTTGACGAATT 


6060 


23 


60 


39 


TTAAAGTCGGGCTTGACGAATTT 


6061 


22 


59 


41 


TAAAGTCGGGCTTGACGAATTT 


6060 


22 


59 


41 


TTAAAGTCGGGCTTGACGAATT 


6060 


23 


60 


39 


TTAAAGTCGGGCTTGACGAATTT 


6061 


22 


59 


41 


TAAAGTCGGGCTTGACGAATTT 


6060* 


23 


60 


39 


TTAAAGTCGGGCTTGACGAATTT 


6062 


21 


59 


43 


AAAGTCGGGCTTGACGAATTT 


6059 


23 


59 


39 


ATTAAAGTCGGGCTTGACGAATT 


6060 


22 


59 


41 


TTAAAGTCGGGCTTGACGAATT 


6059 


24 


60 


38 


ATTAAAGTCGGGCTTGACGAATTT 


6059 


23 


59 


39 


ATTAAAGTCGGGCTTGACGAATT 


6060 


23 


60 


39 


TTAAAGTCGGGCTTGACGAATTT 


6060 


22 


59 


41 


TTAAAGTCGGGCTTGACGAATT 


6061 


22 


59 


41 


TAAAGTCGGGCTTGACGAATTT 


6059 


24 


60 


3d 


A T I'A A il O'T^/V AT'fA A /V/ 1 * A A'l I f 

ATTAAAGTCGGGCTTGACGAATTT 


way 




09 


39 


ATT* A A A fT^O^PAlTA A /">/"* A A TT 

ATTAAAGTCGoQGTTGACGAATT 






DU 




TTA A A rtTr^ fYTT/a AH ft* A AT I I' 


6059 




AA 
w 


Oft 
wv 


ATTAAAGTCGGGCTTGACGAATTT 


6058 


22 


59 


45 


GATTAAAGTCGGGCTTGACG AA • 


6058 


22 


59 


45 


GATTAAAGTCGGGCTTGACGAA 


6058 


23 


59 


43 


GATTAMGTCGGGCTTGACGAAT 


6058 


24 


61 


42. 


GATTAAAGTCGGGCTTGACGAATT 


6058 


22 


59 


45 


GATTAAAGTCGQGCTTGACGAA 


6058 


Z3 


59 


43 


GATTAAAGTCGGGCTTGACGAAT . 


6059 


23 


59 


39 


ATTAAAGTCGGGCTTGACGAATT 


6060 


22 


59 


4t 


TTAAAGTCGGGCTTGACGAATT 


6058 


24 


61 


42 


GATTAAAGTCGGGCTTGACGAATT 


6058 


23 


69 


43 


GATTAAAGTCGGGCTTGACGAAT 


6059 


24 


60 


38 


ATTAAAGTCGGGCTTGACGAATTT 


6059 


23 


59 


39 


ATTAAAGTCGGGCTTGACGAATT 


6060 


, 23 


60 


39 


TTAAAGTCGGGCTTQACGAATTT 


6058 


24 


61 


42 


GATTAAAGTCGGGCTTGACGAATT 


6059 


24 


60 


38 


ATTAAAGTCGGGCTTGACGAATTT ' 


6058 


25 


62 


40 


GATTAAAGTCGGGCTTGACGAATTT 


6058 


22 


69 


45 


GATTAAAGTCGGGCTTGACGAA 
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FIG. 7B 

Forward Primer 



Start 


Length 


Tm 


%GC 


Primer 


6058 


22 


59 


45 


GATTAAAGTCGGGCTTGACGAA ~ 


6058 


23 


59 


43 . 


GATTAAAGTCGGGCTTGACGAAT 


6058 


23 


59 


43 


GATTAAAGTCGGGCTTGACGAAT 


6058 


24 


61 


42 


GATTAAAGTCGGGCTTGACGAATT 


6059 


23 


59 


39 


ATTAAAGTCGGGCTTGACGAATT 


6068 


24 


61 


42 


GATTAAAGTCGGGCTTGACGAATT 


6058 


25 


62 


40 


GATTAAAGTCGGGCTTGACGAATTT 


6059 


24 


60 


38 


ATTAAAGTCGGGCTTGACGAATTT 


6058 


25 


62 


40 


GATTAAAGTCGGGCTTGACGAATTT 


6058 


22 


59 


45 


* GATTAAAGTCnttftHTT^ArraAA • 


6058 


23 


59 


43 


GATTAAAGTnGfinnTfftAriftAAT 


6058 


24 


61 


42 


GATTAAA<VrnftniRnTTf3AfV3AATT 


6058 


25 


62 


40 

*Tv 


ft atta a Acnrxztzac'TTa Arvs A ATTT 


6054 


22 


69 


45 


CAAGftATTAAAf^TfiftftftPTTriA ' 


6054 


22 


59 






6054 


23 


60 


to 




6054 


22 


59 


45 


CAAf^OATTAAAf^TfiftftftPTTrsA 


6054 


23 


60 


48 


CAAGGATTAAAGTCG GGCTT<3AP > 


6054 


23 


60 


48 


CAAGGATTAAAGTCGGGCTTGAC 


6053 


23 


61 


43 


TCAAGGATTAAAGTCGGGCTTGA ■ 


6054 


22 


59 


45 


CAAGGATTAAAGTCGGGCTTGA 


6053 


23 


61 


43 


TCAAGGATTAAAGTCGGGCTTGA 


6053 


. 24 


61 


46 


TCAAGGATTAAAGTCGGGCTTGAC 


6054 


23 


60 


48 


CAAGGATTAAAGTCGGGCTTGAC 


6064 


22 


59 


45 


CAAGGATTAAAGTCGGGCTTGA 


6053 


23 


61 


43 


TCAAGGATTAAAGTCGGGCTTGA 


6053 


24 


61 


46 


TCAAGGATTAAAGTCGGGCTTGAC 


6054 


23 


60 


48 


CAAGGATTAAAGTCGGGCTTGAC 


6053 


24 


• 61 


46 


TCAAGGATTAAAGTCGGGCTTGAC 


• 6053 


23 


61 


43 


TCAAGGATTAAAGTCGGGCTTGA 


6054 


22 


59 


45 


CAAGGATTAAAGTCGGGCTTGA 


6053 


23 


61 


43 


TCAAGGATTAAAGTCGGGCTTGA 


6053 


24 


61 


.46 


TCAAGGATTAAAGTCGGGCTTGAC 


6054 


23 


60 


48 


CAAGGATTAAAGTCGGGCTTGAC 


6052 


24 


62 


42 


TTCAAGGATTAAAGTCGGGCTTGA 


6053 


24 


61 


46 


TCAAGGATTAAAGTCGGGCTTGAC 


6052 


24 


62 


42 


TTCAAGGATTAAAGTCGGGCTTGA 


6053 


23 


61 


43 


TCAAGGATTAAAGTCGGGCTTGA 


6052 


24 


62 


42 


TTCAAGGATTAAAGTCGGGCTTGA 


6053 


24 


61 


46 


TCAAGGATTAAAGTCGGGCTTGAC 


6052 


24 


62 


42 


TTCAAGGATTAAAGTCGGGCTTGA 
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FIG. 7C 
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FIG. 7D 
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FIG. 7E 

Reverse Primer Amplfeon 
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FIG. 7F 

Reverse Primer AmpUcon 
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Envelope Protein Purification Flow-Chart 
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Figure 10A 
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Figure 11 A 
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FIGURE 12B 



